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Phylogenomic analysis of the species of the Mycobacterium
tuberculosis complex demonstrates that Mycobacterium
africanum, Mycobacterium bovis, Mycobacterium caprae,
Mycobacterium microti and Mycobacterium pinnipedii are later
heterotypic synonyms of Mycobacterium tuberculosis

Marco A. Riojas,” Katya J. McGough,1'2 Cristin J. Rider—Riojas,3 Nalin Rastogi[’ and Manzour Hernando Hazbon'

MICROBIOLOGY

Abstract

The species within the Mycobacterium tuberculosis Complex (MTBC) have undergone numerous taxonomic and nomenclatural
changes, leaving the true structure of the MTBC in doubt. We used next-generation sequencing (NGS), digital DNA-DNA
hybridization (dDDH), and average nucleotide identity (ANI) to investigate the relationship between these species. The type
strains of Mycobacterium africanum, Mycobacterium bovis, Mycobacterium caprae, Mycobacterium microti and Mycobacterium
pinnipedii were sequenced via NGS. Pairwise dDDH and ANI comparisons between these, previously sequenced MTBC type
strain genomes (including ‘Mycobacterium canettii’, ‘Mycobacterium mungi’ and ‘Mycobacterium orygis') and M. tuberculosis
H37Rv" were performed. Further, all available genome sequences in GenBank for species in or putatively in the MTBC were
compared to H37Rv'. Pairwise results indicated that all of the type strains of the species are extremely closely related to
each other (dDDH: 91.2-99.2 %, ANI: 99.21-99.92 %), greatly exceeding the respective species delineation thresholds, thus
indicating that they belong to the same species. Results from the GenBank genomes indicate that all the strains examined
are within the circumscription of H37Rv' (dDDH: 83.5-100 %). We, therefore, formally propose a union of the species of the
MTBC as M. tuberculosis. M. africanum, M. bovis, M. caprae, M. microti and M. pinnipedii are reclassified as later heterotypic
synonyms of M. tuberculosis. ‘M. canettii’, ‘M. mungi’, and ‘M. orygis’ are classified as strains of the species M. tuberculosis. We
further recommend use of the infrasubspecific term ‘variant’ (‘'var.) and infrasubspecific designations that generally retain
the historical nomenclature associated with the groups or otherwise convey such characteristics, e.g. M. tuberculosis var.

bovis.

INTRODUCTION

The species within the Mycobacterium tuberculosis Complex
(MTBC) have undergone numerous taxonomic and nomen-
clatural changes, leaving the true structure of the MTBC in
doubt.

At the time of writing, the species within the MTBC with
validly published names are Mpycobacterium tuberculosis
(also the type species of the genus), Mycobacterium africa-
num, Mycobacterium  bovis, Mycobacterium caprae,

Mpycobacterium microti and Mpycobacterium pinnipedii,
which are all very closely related [1, 2]. Even these species
have undergone some taxonomic and nomenclatural
changes. For example, the species most recently known as
M. caprae was first proposed as M. tuberculosis subsp. cap-
rae [3], then was later renamed as M. bovis subsp. caprae
[4], and finally elevated to the rank of species [5]. These
nomenclatural changes have resulted in equally valid baso-
nyms for the same organism. Numerous other ‘species’ with
similar properties have been identified but have not been
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officially accepted into bacterial nomenclature: ‘Mycobacte-
rium canettii’ [6], ‘Mycobacterium mungi’ [7], and ‘Myco-
bacterium orygis’ [8].

M. tuberculosis was first identified in 1882 [9] and publica-
tions describing species of the MTBC date as far back as
1957 for M. microti [10], 1969 for M. africanum [11], and
1970 for M. bovis [12]. While these species were no doubt
characterized according to the best available methods
of their respective generations, technology has clearly
advanced considerably and now allows much greater
analytical resolution, enabling the identification and delin-
eation of species with greater accuracy. In particular, next-
generation sequencing (NGS) and powerful bioinformatics
tools allow the classification of species based upon the
entirety of their genomes, rather than just a few potentially
misleading phenotypic observations or even a small num-
ber of genomic loci (16S, hsp65, rpoB, etc.).

MTBC phylogeny is typically based on regions of difference
(RDs) and SNPs [13]. Molecular strain typing methods cur-
rently used for the identification of species of MTBC include
IS6110-RFLP, spoligotyping, mycobacterial interspersed
repetitive units-variable number tandem repeats (MIRU-
VNTR), repetitive-sequence-based PCR (rep-PCR) and
whole-genome sequencing [14]. By characterizing species/
strains of the MTBC using molecular typing techniques, the
species/strains have been categorized into various lineages
[13, 15-17]. Although the development of such phyloge-
netic lineages may have important clinical and epidemiolog-
ical applications, conflating what are likely host-adapted
ecotypes [18, 19] with actual species may have a negative
and confounding effect on mycobacterial systematics, par-
ticularly taxonomy and nomenclature.

It was suggested as early as 1982 that the typically accepted
species within the MTBC may actually represent a single
species [20]. Recent research comparing the genomes of
species of the MTBC determined that whole-genome simi-
larities support this idea. For example, the work of Garcia-
Betancur, et al. compared M. tuberculosis H37Rv" to nine
other MTBC genomes and found the strains to be closely
enough related to be considered as a single species. While
their results are sound, their work compared non-type
strains of members of the MTBC. Thus, their conclusion
that ‘mycobacterial scientists should agree an accord that
designates MTBC as a single species in the official taxo-
nomic rules of nomenclature’ [21] is overstated. The appli-
cability of their findings is inherently limited by the scope of
the strains examined: their results indicate that those nine
strains fall within the circumscription of M. tuberculosis.
However, to suggest that the species M. africanum, M. bovis,
and ‘M. canettii’ - and, by extension, those specific epithets
— should be consolidated into M. tuberculosis is premature.
Such a conclusion could only be reached by comparing the
type strains of the species considered. To our knowledge,
such an examination of the type strains of the MTBC has
not been reported prior to the current work.
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The use of DNA-DNA hybridization (DDH) has been con-
sidered the gold standard for the genomic circumscription
of bacterial species, with 70 % relatedness generally consid-
ered the threshold for species delineation [22]. However, the
technique is labour-intensive, error-prone and poorly repro-
ducible [23]. A recently developed in silico adaptation of
DDH, digital DDH (dDDH), that allows the pairwise calcu-
lation of similarly-scaled genome-to-genome distances
(GGDs) from whole-genome DNA sequences [23, 24] has
been shown to be useful in species-level identification of
bacterial strains, the identification of subspecies [25], and
the development of detailed phylogenies for difficult taxa
such as Escherichia [25] the Bacillus cereus Group [26] and
Aeromonas [27].

The current work uses NGS and phylogenomic analysis
based on dDDH and average nucleotide identity (ANI) to
investigate the genomic coherence among type strains of
the MTBC.

METHODS

Bacterial strains and DNA extraction

We obtained the following type strains of currently recog-
nized species of the MTBC from ATCC: M. africanum
ATCC 25420", M. bovis ATCC 19210", M. caprae ATCC
BAA-824T, M. microti ATCC 19422 and M. pinnipedii
ATCC BAA-688". DNA was extracted in BSL-3 conditions
using BMBL-recommended safety precautions [28]. After
verifying that the DNA extracts contained no viable organ-
isms (>28 days), subsequent work was performed at BSL-2
conditions. Previously sequenced genomes from species in
or putatively in the MTBC include M. tuberculosis H37Rv",
‘M. canettii CIPT 140010059, ‘M. mungi’ BM22813, and
‘M. orygis’ 112400015. Because they are not validly pub-
lished, no officially accepted type strains of ‘M. canettii,
‘M. mungi’, and ‘M. orygis exist. The aforementioned
strains are the earliest identified strains or the earliest pub-
lished strains for which whole-genome sequencing data was
available. For the purposes of this work, these strains were
treated as type strains. M. pseudoshottsii L15" was used as
an intermediate phylogenetic outlier, i.e. within Mycobacte-
rium but outside the MTBC. Nocardia asteroides NBRC
155317 was used as an extrageneric phylogenetic outlier.
The list of accession numbers for the genomes used is
shown in Table 1.

Next-generation sequencing

DNA was prepared using a KAPA Biosystems Hyper Prep
Kit and sequenced using Illumina HiSeq 2500 (2x 100 bp).
Sequencing reads were quality assessed with FastQC, data
were filtered using Sickle, and de novo contigs were assem-
bled using Velvet 1.2.10.

Calculation of genomic distance

MTBC type strain genomes sequenced during this work
were combined with the previously sequenced genomes to
compose the main dataset (Table 1). We calculated GGDs
using dDDH via the Genome-to-Genome Distance
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Table 1. Genomes of type (or treated as type) strains of the MTBC

Current organism name Strain Genome Genome source
M. tuberculosis H37Rv" NC_000962.3 GenBank
M. africanum ATCC 25420" MWXEFO01.1 This Work
M. bovis ATCC 19210" MWXEO01.1 This Work
M. caprae ATCC BAA-824" MWXDO01.1 This Work
M. microti ATCC 194227 MWXC01.1 This Work
M. pinnipedii ATCC BAA-688" MWXBO01.1 This Work
‘M. canettii’ CIPT 140010059 NC_015848.1 GenBank
‘M. mungi’ BM22813 LXTBO1.1 GenBank
‘M. orygis’ 112400015 APKDO1.1 GenBank
M. pseudoshottsii L15" BCNDO1.1 GenBank
Nocardia asteroides NBRC 155317 BAFO02.1 GenBank

Calculator (GGDC) v2.1 using the recommended Formula 2
[23, 24]. GGDs between M. tuberculosis H37Rv' and the
genomes published in GenBank were calculated using the
same methods. The complete list of genomes analyzed is
available together with the results in Tables SI-
S6 (available in the online version of this article). In order to
corroborate independently the dDDH results, we calculated
GGDs via ANI between the type strains using OrthoANI
v0.93 [29]. The species delineation thresholds used were
80 % for dDDH [25] and 96 % for ANI [30].

Phylogenomic analysis

For a better phylogenetic context, the whole genomes of the
sequenced type strains were compared to each other and to
the whole genome FASTAs from other species (n=12). After
the GGD results from this larger pairwise whole-genome
comparison were transformed into PHYLIP format, a phylog-
eny was inferred with FastME 2.0 using the BioNJ tree-
building algorithm [31]. The resulting phylogenomic
Newick tree was visualized using iTOL 3.5.3 and rooted
with Nocardia asteroides NBRC 155317. The accession
numbers for the genomes used in this analysis are provided
in Fig. 1.

In silico spoligotyping and clade analysis

We calculated spoligotypes in silico for the available
genomes of the strains of MTBC (limited to 10 strains of the
species M. tuberculosis) using SpoTyping v2.0 [32]. The
resulting spoligotypes were analyzed using the SITVITWEB
database [33].

RESULTS

Genomic distances between the genomes of type
strains

GGDs obtained from the analysis of the MTBC genomes
are shown in Table 2. For the nine MTBC type (or treated
as type) strains, the results from both pairwise comparison
methods demonstrated that each strain is closely related to
each of the other strains (dDDH: 91.2-98.9 %, ANI: 99.21-
99.92 %), whereas genomic distances to the outgroups were
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far lower (dDDH: 18.8-22.3 %, ANI: 70.75-79.37 %). In all
cases, the results from comparisons to M. tuberculosis
H37Rv" greatly exceed the respective dDDH or ANI species
delineation thresholds, demonstrating that these all belong
to the same species [22, 24, 25, 30]. Both sets of results show
that the most distantly related member of the MTBC is
‘M. canetti’, which is consistent with evidence suggesting
that it is the likely progenitor from which the remaining
MTBC members diverged [15].

Phylogenomic analysis

The phylogenetic tree inferred from the pairwise whole-
genome GGDs is shown in Fig. 1. The results clearly show
that the members of the MTBC form an extremely tight
clade that is very distant from all of the other species, fur-
ther supporting the hypothesis that they represent a single
species.

Genomes in GenBank

Table 3 summarizes the dDDH GGDs calculated from Gen-
Bank genomes, illustrating that all the strains showed a high
similarity (83.5-100%) to M. tuberculosis H37Rv'. (The
complete data are shown in Tables S1-S6.) A single outlier
represents a strain that has most likely been misclassified
and is not included in Table 3; this strain was analyzed sepa-
rately (see below).

In silico spoligotyping and clade analysis

The spoligotypes calculated for the strains of the MTBC and
their SITVITWEB clade classification are shown in
Table S7.

Outlier strain

When compared to M. tuberculosis H37Rv', M. tuberculosis
TKK-01-0051 (JLXWO0I1.1) provided GGDs indicating it is
not a strain of M. tuberculosis (dDDH: 22.2%, ANI:
79.39 %). We, therefore, compared this genome to a refer-
ence genome set composed of all the available type strains
of species/subspecies of the genus Mycobacterium (n=81).
These results demonstrate that strain TKK-01-0051 repre-
sents a strain of M. colombiense (dDDH: 81.3 %, ANI:
97.73 %; see Table S8).
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Nocardia asteroides NBRC 155317 (BAFO02.1)

M. abscessus subsp. abscessus ATCC 19977" (NC_010397.1)

M. smegmatis NCTC 8159" (LN831039.1)

M. septicum DSM 44393" (CBMOO01.1)
M. hodleri JCM 121417 (BBGOO01.1)

+—— Tree scale: 0.001

M. vanbaalenii PYR-1T (NC_008726.1)

M. chlorophenolicum DSM 43826" (JYNLO1.1)
M. celatum ATCC 511317 (BBUNO1.1)

M. interjectum ATCC 514577 (FJVQO1.1)

M. avium subsp. avium ATCC 252917 (ACFI01.1)
M. pseudoshottsii L15" (BCNDO1.1)

M. kansasii ATCC 124787 (NC_022663.1)
‘M. canettii’ CIPT 140010059 (NC_015848.1)

|_ M. microti ATCC 194227 (MWXCO01.1)

|. M. pinnipedii ATCC BAA-688"T (MWXBO01.1)
M. tuberculosis H37Rv' (NC_000962.3)

‘M. orygis’ 112400015 (APKDO1.1)

M. caprae ATCC BAA-824T (MWXDO1.1)
M. bovis ATCC 19210T (MWXEO1.1)

‘M. mungi’ BM22813 (LXTBO1.1)

M. africanum ATCC 254207 (MWXFO01.1)

Fig. 1. Phylogenomic tree showing the relationship between the whole genomes of type strains of species of MTBC and the type
strains of various other species of the genus Mycobacterium with Nocardia asteroides as an outgroup. Bar, 0.001 substitutions per site.

DISCUSSION

Pairwise GGDs for the nine type strains of the species in or
putatively in the MTBC fall well within both the dDDH and
ANI thresholds for delineation of bacterial species. It is also
clear that (with the exception of a single misclassified strain)
all genomes in GenBank deposited as M. tuberculosis,
M. africanum, M. bovis, M. caprae, M. microti and ‘M. can-
ettii’ are genomically within the circumscription of
M. tuberculosis.

Thus, our analysis of all the ‘species’ of MTBC demonstrates
clearly that taxonomically they actually represent a single
species. While this is not the first work to challenge the
MTBC species concept [20, 21], our work provides
sufficient justification in the form of comprehensive whole-
genome comparisons showing extremely high similarities
between the type strains of the members. NGS-based phylo-
genomic analysis supports reclassification of all the species
of the MTBC as a single species. Were such a reclassification
to occur, Rule 42 of the International Code of Nomenclature
of Prokaryotes (ICNP) [34] requires that the oldest validly
published specific epithet be retained, in this case
M. tuberculosis.

In their review of past and future definitions of species of
bacteria, Rosell6-Moéra and Amann have recommended a
species concept that would allow ‘unequivocal identifica-
tion’ into categories that circumscribe ‘monophyletic, and
genomically and phenotypically coherent populations of
individuals that can be clearly discriminated from other
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such entities by means of standardized parameters’ [35].
Their analysis of genomes in the NCBI database shows
some specific epithets applied to genomes are incorrect.
Their results show a trimodal distribution: between the
inter-species/intra-genus range and the intra-species range,
the central mode represents a ‘fuzzy zone’ wherein organ-
isms may represent either genomovars of the same species
or different species based on the stability of differential phe-
notypes [35]. (Although their research used ANI as the
measure of genomic similarity, a similar trend would be
expected from data generated using dDDH.) Such pheno-
types may be at odds with the genomic similarities observed.
In this ‘fuzzy zone’, strains that should be considered a sin-
gle ‘genomospecies’ (e.g. >80 % GGD) may still display sta-
ble differential phenotypes, essentially constituting different
‘phenospecies’. One such example from the MTBC is
‘M. canettii’, which phenotypically retains a smooth colony
morphology unlike any of the other species of the MTBC,
but is genomically well within the circumscription of
M. tuberculosis.

There are defined characteristics (certain morphologies,
SNPs, spoligotypes, etc.) that can differentiate the MTBC
into various coherent lineages. At the same time, we observe
that the overall genomic similarity within the MTBC is quite
high - in most cases far higher than the 79-80 % dDDH
GGD threshold that would delineate bacterial subspecies
[25]. Thus, considering the currently accepted species of the
MTBC as genomovars or host-adapted ecotypes of a single
species represents something of a compromise between the
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Table 2. Genomic Distance Analysis of type strains of members of the MTBC

Pairwise genome-to-genome distances (GGDs) for the type strains of the species within the Mycobacterium tuberculosis complex (MTBC') and two
outgroups ('OUT’). Results from digital DNA-DNA hybridization (dDDH) are shown above the self-comparison diagonal, and average nucleotide identity
(ANI) results are shown below the diagonal. Species delineation thresholds used were 80 % for dDDH and 96 % for ANI.

dDDH
ANI

MTBC1
MTBC2
MTBC3
MTBC4

Species/
Strain

MTBC1 | M. tuberculosis H37Rv"

MTBC2 | M. africanum ATCC® 254207

MTBC3 | M. bovis ATCC® 192107

MTBC4 | M. caprae ATCC® BAA-8247

MTBC5 | M. microti ATCC® 194227

MTBC6 | M. pinnipedii ATCC® BAA-688"

MTBC7 | “M. canettii” CIPT 140010059

MTBC8 | “M. mungi” BM22813

MTBC9 | “M. orygis” 112400015

(o] Ui} M. pseudoshottsii L157

(01032 | Nocardia asteroides NBRC 155317

MTBC5

MTBC6
MTBC7
MTBC8
MTBC9

Color Key

ANI dDDH

Self-
Comparison

Self-
Comparison

classical/phenotypic species definitions and the reality of
their global genomic similarities.

We, therefore, propose that the currently recognized species
of the MTBC: M. africanum Castets et al. 1969 (Approved
Lists 1980), M. bovis Karlson and Lessel 1970 (Approved
Lists 1980), M. caprae (Aranaz et al. 1999) Aranaz et al.
2003, M. microti Reed 1957 (Approved Lists 1980), M. pin-
nipedii Cousins et al. 2003, and M. tuberculosis (Zopf 1883)
Lehmann and Neumann 1896 (Approved Lists 1980) should
be united as M. tuberculosis. Further, we propose that the
taxa ‘M. canettii’, ‘M. mungi’, and ‘M. orygis’, which have

Table 3. dDDH Analysis of type strains of members of the MTBC

dDDH GGD values are between the GenBank genomes identified as
respective species and the type strain of M. tuberculosis (H37Rv").

dDDH GGD to M. tuberculosis,
H37Rv" (%)

GenBank organism
identifier n Minimum Mean Maximum
M. africanum 30 96.7 97.5 98.3
M. bovis 69 95.7 97.8 99.1
‘M. canettii’ 9 80.1 89.8 94.1
M. caprae 2 97.4 97.7 97.9
M. microti 1 97.1 97.1 97.1
M. tuberculosis 3631* 83.5 98.6 100.0

*Excludes one single
and Table S8).

outlier which was examined separately (see text
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not yet been validly published, be similarly considered as
later heterotypic synonyms of M. tuberculosis.

However, due to the stability of certain differential pheno-
typic and/or genomic characteristics within lineages, we rec-
ommend that the MTBC lineages be considered
infrasubspecific subdivisions (i.e. variants) of M. tuberculo-
sis. Although infrasubspecific subdivisions are not governed
by the ICNP, it is useful to discuss some of the associated
issues. With respect to the appropriate infrasubspecific
term, the nature of the differential characteristics between
the variants should inform its selection. Some variants, e.g.
‘M. canettii and the ‘smooth tuberculosis bacilli’ (STB),
may be identified according to unique morphologies [17]
and would best be considered morphovars. Others may be
considered biovars according to differential biochemical or
physiological properties. In many cases, lineages are sepa-
rated primarily based upon RDs, SNPs, and/or spoligotyp-
ing; these would best be considered genomovars. As a single
such term does not appear to be appropriate between all the
lineages, we recommend the general infrasubspecific term
‘variant’ (‘var.’). With respect to the appropriate infrasub-
specific designations, we recommend the use of designations
that generally retain the structure of the current lineages,
the historical nomenclature associated with the groups, or
otherwise convey such characteristics (Table 4). Use of the
recommended variant designations, e.g. M. tuberculosis var.
bovis, will be useful in minimizing the confusion that might
otherwise arise. As infrasubspecific subdivisions are not
governed by the ICNP, no formal proposals are made in the
current work regarding their usage, but we believe that the


https://doi.org/10.1601/nm.6314
https://doi.org/10.1601/nm.10880
https://doi.org/10.1601/nm.6330
https://doi.org/10.1601/nm.6378
https://doi.org/10.1601/nm.6392
https://doi.org/10.1601/nm.6392
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.10886
https://doi.org/10.1601/nm.6314
https://doi.org/10.1601/nm.10880
https://doi.org/10.1601/nm.6330
https://doi.org/10.1601/nm.6378
https://doi.org/10.1601/nm.10886

Riojas et al., Int J Syst Evol Microbiol 2018;68:324-332

Table 4. Recommended infrasubspecific designations and reference strains

Current Name Recommended Name Reference Strain

M. tuberculosis M. tuberculosis var. tuberculosis H37Rv! (ATCC 272947)
(type strain of species)

M. africanum M. tuberculosis var. africanum ATCC 25420

M. bovis M. tuberculosis var. bovis ATCC 19210

M. bovis BCG M. tuberculosis var. BCG -

M. caprae M. tuberculosis var. caprae ATCC BAA-824

M. microti M. tuberculosis var. microti ATCC 19422

M. pinnipedii M. tuberculosis var. pinnipedii ATCC BAA-688

‘M. canettii’ M. tuberculosis var. canettii CIPT 140010059

‘M. mungi’ M. tuberculosis var. mungi BM22813

‘M. orygis’ M. tuberculosis var. orygis 112400015

‘M. suricattae’™ M. tuberculosis var. suricattae -

Dassie bacillus* M. tuberculosis var. dassie -

Chimpanzee bacillus* M. tuberculosis var. chimpanzee -

*These organisms were not included in this study, but recommended infrasubspecific designations (based upon the typically used nomenclature for
these organisms) are included for completeness. Note that the strains that were previously listed as the species type strains are now considered ref-

erence strains of the respective varieties.

use of infrasubspecific subdivisions as described above
would be ideal.

From a nomenclatural standpoint, it can be expected that
the proposal to reclassify the species of the MTBC as
M. tuberculosis might initially seem unnecessarily disrup-
tive; however, it is not without precedent. Among the key
principles of the International Code of Nomenclature of
Prokaryotes is that the governing nomenclatural system
should aim to bring stability to the names used in prokary-
otic microbiology [34]. Accordingly, systematic changes as
potentially major as those proposed in the current work
have been infrequent, though not unheard of. One of the
most significant such changes — which bears important par-
allels to the current work - occurred to the genus Salmo-
nella. After many decades of assigning species based upon
serotyping, Salmonella nomenclature had become increas-
ingly disorganized and disjointed. This led various groups
to propose that a reorganization of the genus was necessary.
After the five species listed in the Approved Lists [36] were
found to form a single coherent genomospecies in DNA
hybridization experiments, it was proposed that the various
species be consolidated into a single species with a previ-
ously unused specific epithet, enterica [37]. In 1999, it was
further proposed that the previously recognized type species
S. choleraesuis had become ambiguous and was a source of
confusion and should be rejected; instead it was proposed
that S. enterica become the neotype species [38]. By 2005,
the commonly used nomenclature had become independent
of that recognized by official nomenclatural guidelines;
however, both were still in use, causing even greater confu-
sion. This led the Judicial Commission of the International
Committee for Systematics of Prokaryotes to issue Opinion
No. 80 which established Salmonella enterica as the type
species of the genus Salmonella and conserved the specific
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epithet enterica over all earlier epithets applied to the spe-
cies [39]. One of the effects of these changes was to combine
both pathogenic and nonpathogenic species of the genus
Salmonella into a single subspecies, S. enterica subsp. enter-
ica. The previously existing specific epithets however were
retained as the designations for the various serovars, e.g.
Salmonella typhi, the etiologic agent of typhoid fever,
became S. enterica subsp. enterica serovar Typhi.

The taxonomic and nomenclatural changes made to the
genus Salmonella are in some ways analogous to the
changes to the Mycobacterium tuberculosis Complex pro-
posed in the current work. Whole-genome sequencing has
shown that the currently recognized species of the MTBC
actually constitute a single genomospecies. Although this
has been suspected taxonomically for several decades and
proven for a variety of non-type strains, the current work
has shown that the type strains of each of the species fall
well within the circumscription of M. tuberculosis. So, the
next prudent step is to align the relevant nomenclature with
the taxonomy, in much the same way as with Salmonella.

As a final note, it is prudent to discuss the potential implica-
tions of changing the associated nomenclature to
reflect better the genomic/taxonomic reality. According to
Rule 56a of the ICNP, care should be exercised when con-
sidering ‘a proposed change in the specific epithet of a
nomenspecies that is widely recognized to be contagious,
virulent, or highly toxigenic’ [34]. The species currently
named M. africanum, M. bovis, M. caprae, M. microti, and
M. pinnipedii are pathogenic, and changing these specific
epithets could hypothetically result in a perilous name
(nomen periculosum). However, the specific epithet tubercu-
losis is even more well-known and associated with human
disease. If all the species within the MTBC were reclassified
as M. tuberculosis, it seems unlikely that the application of
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this epithet would be ‘likely to lead to accidents endangering
health or life or both, or serious economic consequences’
[34]. Changing the name of these species to M. tuberculosis
- an extremely recognizable name that immediately conveys
a significant biohazard - would in fact make this much less
likely.

Another important benefit to the proposed nomenclatural
scheme is that biosafety regarding the handling of these
organisms is likely to be enhanced. For example, current
International Air Transport Association (IATA) regula-
tions for shipping infectious substances classify only cer-
tain bacterial species as Category A ‘Infectious substances
affecting humans’ (UN 2814). This list of items includes
only M. tuberculosis and excludes the other currently rec-
ognized species of the MTBC, despite their ability to cause
essentially the same disease in humans and/or animals.
The explicit interpretation of these regulations suggests
that other members of the MTBC can be shipped under
the less stringent ‘Biological substance Category B’ (UN
3373) regulations, which is inappropriate. Although the
regulations specify that the list is not exhaustive and pro-
fessional judgement should be used to assign infectious
substances to Category A [40], this introduces a potential
ambiguity that could result in avoidable infections. Reclas-
sification of the existing species of the MTBC as M. tuber-
culosis would result in all such bacteria explicitly being
assigned to Category A (whether or not the variant was
specified), resulting in safer shipment and handling of
MTBC-associated materials.

Finally, as a preemption of potential criticism, it is recog-
nized that there are numerous important facets to the clas-
sification of organisms, e.g. clinical, epidemiological,
phylogeographic, legal/biosafety risk groups and prokary-
otic systematics. The present study was in no way intended
to downplay the coherence of the currently accepted line-
ages, differential phenotypic or genotypic characteristics of
various strains, or the importance of maintaining the con-
cept of such groups. Rather, the discussion within the cur-
rent work is primarily restricted to prokaryotic systematics
and the application of the most modern technological and
bioinformatical methodologies to the taxonomic and
nomenclatural classification of bacteria of the MTBC.
Uniting the MTBC as M. tuberculosis with the currently
recognized lineages as variants allows the reality of their
overall genomic similarity to guide their systematics (as it
should), whilst simultaneously retaining classification
according to specific characteristics that are of clinical,
epidemiological, phylogeographic, or host preference
relevance.

Emended description of Mycobacterium tuberculosis
(Zopf 1883) Lehmann and Neumann 1896
(Approved Lists 1980)

M. africanum, M. bovis, M. caprae, M. microti and M. pinni-
pedii are reclassified as later heterotypic synonyms of
M. tuberculosis. The strains described with the effectively
but not validly published names ‘M. canettii’ [6], ‘M. mungi’
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[7], and ‘M. orygis’ [8] are likewise reclassified as belonging
to the species M. tuberculosis. The phylogenetic groups that
correspond to the previously named species should be con-
sidered infrasubspecific subdivisions, i.e. variants. Thus, the
characteristics described for the above previously named
species are now included in the description of M. tuberculo-
sis. Although infrasubspecific subdivisions are not governed
by the rules of prokaryotic nomenclature, it is recom-
mended that these infrasubspecific subdivisions retain the
previous specific epithet as the infrasubspecific designations,
e.g. M. tuberculosis var. bovis (see Table 4).

Morphological, biochemical, genetic (e.g. spoligotypes, RD
patterns), and host-preference characteristics of the respec-
tive variants are as previously described for the previously
named species. Thus, the current differential characteristics
remain unchanged, but their specificity is now applied at a
lower taxonomic level (variety) than previously accepted
(species).

M. tuberculosis has a broad host range. The known var-
iants likely represent host-adapted ecotypes and generally
correlate with host range, though most are generally also
capable of causing human disease, particularly among
immunocompromised individuals. M. tuberculosis var.
tuberculosis, M. tuberculosis var. africanum, and M. tuber-
culosis var. canettii are typically isolated from humans.
M. tuberculosis var. bovis is typically isolated from cattle,
other bovids, or humans. M. tuberculosis var. caprae is typ-
ically associated with goats, M. tuberculosis var. microti is
typically isolated from voles and other rodents, M. tubercu-
losis var. pinnipedii is typically isolated from marine mam-
mals, M. tuberculosis var. mungi is typically isolated from
mongooses, and M. tuberculosis var. orygis is typically iso-
lated from antelope species (oryxes). Although each of
these variants causes the disease tuberculosis in the
affected host species, variants may cause little or no disease
outside of their adapted host.

As the 16S rRNA sequences of the various M. tuberculosis
variants are essentially identical, molecular methods with
greater resolution must be used to differentiate the variants
from each other. Such methods include MLST, spoligotyp-
ing, MIRU-VNTR, and whole-genome sequencing-based
comparisons such as dDDH or ANT.

The type strain of Mycobacterium tuberculosis is H37Rv"
(=ATCC 27294"=NCTC 13114"). For the variants of
M. tuberculosis, the genomes range in size from approxi-
mately 4.2-4.5 Mbp with a DNA G+Ccontent of 65.0-
65.6 mol%.
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Table S1. dDDH GGDs Between Strains Deposited as M. tuberculosis in GenBank vs. M. tuberculosis H37RV" (n =3,634)

Formula 2
Query genome | Reference genome Distance  |Prob. DDH >= 70% Notes | Color Key |
NC_000962.3 JLXW00000000.1 0.1978 0|Outlier: IDs as M ium i (See Table S8) dDDH Range Interpretationt
NC_000962.3 CPWZ00000000.1 0.1707 0.01]Excluded: Genome is 12.7 Mbp, inconsistent with MTBC
NC_000962.3 CNDE00000000.1 0.0307 84.55 : y ion (GCA_001397415.1) indicates poor sequence reliability Same species, different subspecies
NC_000962.3 JKBG00000000.1 [80.7 - 86%] 0.0193 92.92
NC_000962.3 CP004886.1 [89.2-93.2%] 0.0106 96.24 Different species
NC_000962.3 JKBH00000000.1 [90.2 - 93.9%] 0.0096 96.5
NC_000962.3 CP008971.1 [91 - 94.5%] 0.0089 96.69
NC_000962.3 CP008983.1 [92.6 - 95.6%] 0.0074 97.04 tMeier-Kolthoff et al., 2014
NC_000962.3 CP008969.1 [92.7 - 95.7%] 0.0073 97.05
NC_000962.3 CP005386.1 [93.4 - 96.3%] 0.0066 97.21
NC_000962.3 CP008979.1 [93.5 - 96.3%] 0.0066 97.22
NC_000962.3 CNFT00000000.1 [94.3 - 96.9%] 0.0057 97.38
NC_000962.3 LHCK00000000.1 [94.8 - 97.2%] 0.0053 97.47
NC_000962.3 JKVI00000000.1 [95.2 - 97.4%] 0.0049 97.54
NC_000962.3 COWU00000000.1 [95.3-97.5%] 0.0048 97.56
NC_000962.3 CPBF00000000.1 [95.4 - 97.5%] 0.0048 97.57
NC_000962.3 CPAV00000000.1 [95.4 - 97.6%] 0.0047 97.58
NC_000962.3 CP008967.1 [95.7-97.7%] 0.0045 97.62
NC_000962.3 CPDF00000000.1 [95.6 - 97.7%] 0.0046 97.6
NC_000962.3 JKBN00000000.1 [95.6 - 97.7%] 0.0045 97.61
NC_000962.3 CHWQ00000000.1 [95.7 - 97.8%] 0.0044 97.63
NC_000962.3 CP008965.1 [95.8 - 97.8%] 0.0044 97.64
NC_000962.3 C€CSJ00000000.1 [95.8 - 97.8%] 0.0044 97.64
NC_000962.3 CP007809.1 0.0043 97.65
NC_000962.3 CPZD00000000.1 0.0043 97.66
NC_000962.3 JKBM00000000.1 0.0041 97.68
NC_000962.3 JLLK00000000.1 0.004 97.7
NC_000962.3 JLMH00000000.1 0.0041 97.69
NC_000962.3 CHCJ00000000.1 0.0039 97.71
NC_000962.3 CHYA00000000.1 0.004 97.7
NC_000962.3 CHzC00000000.1 0.0039 97.71
NC_000962.3 COKz00000000.1 0.0039 97.72
NC_000962.3 CPBZ00000000.1 0.004 97.71
NC_000962.3 CPCE00000000.1 0.004 97.71
NC_000962.3 CPCT00000000.1 0.004 97.71
NC_000962.3 CPIG00000000.1 0.0039 97.72
NC_000962.3 CSAE00000000.1 0.0039 97.72
NC_000962.3 JKCY00000000.1 0.0039 97.71
NC_000962.3 JLKD00000000.1 0.0039 97.72
NC_000962.3 JLWT00000000.1 0.0039 97.72
NC_000962.3 CFJL00000000.1 0.0038 97.74
NC_000962.3 CNGL00000000.1 0.0039 97.73
NC_000962.3 CP002885.1 0.0039 97.72
NC_000962.3 CP010335.1 0.0038 97.74
NC_000962.3 CPCC00000000.1 0.0038 97.74
NC_000962.3 CPFH00000000.1 0.0038 97.74
NC_000962.3 CPFY00000000.1 0.0038 97.73
NC_000962.3 CPGY00000000.1 0.0038 97.73
NC_000962.3 JLIW00000000.1 0.0038 97.74
NC_000962.3 JLKQO00000000.1 0.0038 97.74
NC_000962.3 JLKS00000000.1 0.0038 97.74
NC_000962.3 JLLT00000000.1 0.0038 97.74
NC_000962.3 JXXH00000000.1 0.0038 97.74
NC_000962.3 AAZHK00000000.1 0.0037 97.75
NC_000962.3 CFIX00000000.1 0.0037 97.76
NC_000962.3 CGBK00000000.1 0.0038 97.75
NC_000962.3 CHCP00000000.1 0.0037 97.76
NC_000962.3 ClIV00000000.1 0.0038 97.74
NC_000962.3 COGH00000000.1 0.0037 97.75
NC_000962.3 CP002882.1 0.0037 97.76
NC_000962.3 CP007803.1 0.0036 97.76
NC_000962.3 CP010873.1 0.0037 97.75
NC_000962.3 CP012090.1 0.0037 97.76
NC_000962.3 CPBH00000000.1 0.0037 97.76
NC_000962.3 CPCA00000000.1 0.0037 97.76
NC_000962.3 CPDI00000000.1 0.0037 97.76
NC_000962.3 CPDN00000000.1 0.0037 97.75
NC_000962.3 CPDU00000000.1 0.0037 97.75
NC_000962.3 CPFD00000000.1 0.0038 97.74
NC_000962.3 JLBX00000000.1 0.0036 97.76
NC_000962.3 JLCU00000000.1 0.0037 97.76
NC_000962.3 JLIDO0000000.1 0.0037 97.76
NC_000962.3 JUNO0000000.1 0.0037 97.76
NC_000962.3 JUR00000000.1 0.0037 97.76
NC_000962.3 JLKFO0000000.1 0.0037 97.75
NC_000962.3 JLKG00000000.1 0.0037 97.75
NC_000962.3 JLKH00000000.1 0.0037 97.76
NC_000962.3 JLKLO0000000.1 0.0037 97.76
NC_000962.3 JLKNO0000000.1 0.0037 97.75
NC_000962.3 JLKO00000000.1 0.0037 97.76
NC_000962.3 JLKT00000000.1 0.0037 97.76
NC_000962.3 JLKV00000000.1 0.0037 97.75
NC_000962.3 JLKY00000000.1 0.0037 97.75
NC_000962.3 JLLJ0O0000000.1 0.0037 97.76
NC_000962.3 JLLO00000000.1 0.0037 97.76
NC_000962.3 JLLQ00000000.1 0.0037 97.75
NC_000962.3 JLMI00000000.1 0.0038 97.74
NC_000962.3 JNGE00000000.1 0.0037 97.76
NC_000962.3 CCBK00000000.1 0.0036 97.77
NC_000962.3 CFJJ0O0000000.1 0.0035 97.78
NC_000962.3 CFRV00000000.1 0.0035 97.78
NC_000962.3 CGEU00000000.1 0.0035 97.78
NC_000962.3 CHXT00000000.1 0.0036 97.77
NC_000962.3 CHYJ00000000.1 0.0036 97.77
NC_000962.3 CNID00000000.1 0.0036 97.77
NC_000962.3 CP002871.1 0.0036 97.77
NC_000962.3 CP002884.1 0.0036 97.78
NC_000962.3 CP010336.1 0.0036 97.78
NC_000962.3 CPAT00000000.1 0.0036 97.78
NC_000962.3 CPCB00000000.1 0.0036 97.77
NC_000962.3 CPCQ00000000.1 0.0036 97.78
NC_000962.3 CPDX00000000.1 0.0035 97.78
NC_000962.3 CPEA00000000.1 0.0036 97.77
NC_000962.3 CPEF00000000.1 0.0036 97.78
NC_000962.3 CPEZ00000000.1 0.0036 97.77
NC_000962.3 CPFJO0000000.1 0.0036 97.78
NC_000962.3 CPGH00000000.1 0.0036 97.78
NC_000962.3 CPHU00000000.1 0.0036 97.77
NC_000962.3 CP1JO0000000.1 0.0036 97.76
NC_000962.3 CPIVO0000000.1 [96.6 - 98.3%] 0.0036 97.77
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NC_000962.3 HG813240.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JKNT00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JKQE00000000.1 [96.7 - 98.3%] 0.0035 97.78
NC_000962.3 JLCM00000000.1 [96.7 - 98.3%] 0.0035 97.78
NC_000962.3 JLHA00000000.1 [96.5 - 98.3%] 0.0036 97.76
NC_000962.3 JLHE00000000.1 [96.6 - 98.3%] 0.0035 97.78
NC_000962.3 JLHMO00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JLHN00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JLHW00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JLHZ00000000.1 [96.5 - 98.3%] 0.0036 97.76
NC_000962.3 JLIE0000000.1 [96.6 - 98.3%] 0.0035 97.78
NC_000962.3 JLIF00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JLIP00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JLIR0O0000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JUF00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JUL00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JUP00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JLKB00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JLKC00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JLKI00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JLKM00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JLKP00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JLLE00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 JLLG00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JLLL00000000.1 [96.7 - 98.3%] 0.0035 97.78
NC_000962.3 JLMC00000000.1 [96.6 - 98.3%] 0.0035 97.78
NC_000962.3 JLRE00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 CFUN00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CFUQ00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CFUV00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CFUY00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CFVA00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CFVB00000000.1 [96.7 - 98.4%] 0.0034 97.8
NC_000962.3 CFVD00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CHJD00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CHYG00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CIEK00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CIIW00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CNMC00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 COKC00000000.1 [96.7 - 98.3%] 0.0035 97.78
NC_000962.3 COKI00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 COKR00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 COKU00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CONY00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 C0O0C00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 COPC00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 COUX00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CP010339.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CP016794.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPAB00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPAJ0O0000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPBE00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPBN00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPBV00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPBY00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPCJ00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPCY00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPDE00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPEO00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPEX00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPFC00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPFE00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPFU00000000.1 [96.7 - 98.3%] 0.0035 97.79
NC_000962.3 CPGI00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPGL00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPGM00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPGQ00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPGV00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPHK00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPIE00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPI100000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPIL00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPIX00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 CPIZ00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPJJ00000000.1 [96.7 - 98.3%] 0.0035 97.79
NC_000962.3 CPWC00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CPYX00000000.1 [96.7 - 98.3%] 0.0035 97.78
NC_000962.3 CRYS00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 CSAJ00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JJXLO0000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JKAF00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JKEW00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JKFI00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JLBO00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JLBY00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JLGW00000000.1 [96.7 - 98.4%] 0.0034 97.8
NC_000962.3 JLGZ00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLHG00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLHK00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JLII00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLIL00000000.1 [96.7 - 98.4%] 0.0034 97.8
NC_000962.3 JLIN00000000.1 [96.7 - 98.4%] 0.0035 97.8
NC_000962.3 JLI000000000.1 [96.7 - 98.4%] 0.0034 97.8
NC_000962.3 JLIX00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JUG00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JUK00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JUW00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLKA00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLKK00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLLC00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLLM00000000.1 [96.7 - 98.4%] 0.0034 97.8
NC_000962.3 JLLV00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLLW00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLLZ00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JLMA00000000.1 [96.7 - 98.3%] 0.0035 97.79
NC_000962.3 JLME00000000.1 [96.8 - 98.4%] 0.0034 97.8
NC_000962.3 JLMJ00000000.1 [96.7 - 98.4%] 0.0035 97.79
NC_000962.3 JLTI00000000.1 [96.7 - 98.4%] 0.0034 97.8
NC_000962.3 ABLN00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CFJK00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CFLW00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CFM000000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CFTU00000000.1 [96.9 - 98.5%] 0.0033 97.81

Riojas, et al.

Table S1

Page 2 of 33



NC_000962.3 CFUWO00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CFUX00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CFUZ00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CHCO00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CHIZ00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CHJA00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CHXZ00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 CHYD00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CHYE00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CHYF00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 CHYH00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CI1S00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CI1Y00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CNCJ00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CNLJ00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 CNLS00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 COGU00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COGX00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COHK00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 COJF00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 C0JL00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 COJR00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 C0JY00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COKA00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 COKB00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 COKF00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COKT00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 C0OLC00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 COMEO00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COMI00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CONG00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COOE00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 C00G00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COOH00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CO0X00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 COPT00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 C€0Q000000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 C€0QP00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 C0OSD00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COTE00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 COU000000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 COXR00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 COYX00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CP002883.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CP008966.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CP008974.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 CP009426.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CP012506.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CPAU00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPBB00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPBP00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPCK00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPDB00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPDD00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPDL00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 CPDT00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPEE00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPEI00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPEJ00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPEL0O0000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPEN00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPER00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPEW00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPFA00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CPFB00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPFL00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPFQ00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 CPFZ00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPGF00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPHC00000000.1 [96.8 - 98.5%] 0.0033 97.81
NC_000962.3 CPHF00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPHI00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPHL00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPIA00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPJB00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CPJI00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CPWI00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 CQAH00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 CQCA00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 €QCQ00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 €QsSK00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 J1Zv00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 JKBP00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 JKBS00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 JKBW00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 JKHI00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JKHJ00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JKNI00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JKOL00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JLBS00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JLGX00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JLHB00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 JLHF00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JLHQ00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 JLHY00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 JLIT00000000.1 [96.8 - 98.5%] 0.0033 97.81
NC_000962.3 JLIZ00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JUJ00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JUT00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 JUV00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 JLKX00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JLLH00000000.1 [96.9 - 98.5%] 0.0033 97.82
NC_000962.3 JLMB00000000.1 [96.8 - 98.5%] 0.0033 97.81
NC_000962.3 JLMG00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JLXD00000000.1 [96.8 - 98.4%] 0.0034 97.81
NC_000962.3 JLZQ00000000.1 [96.9 - 98.5%] 0.0033 97.81
NC_000962.3 ABQH00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 AOMG00000000.2 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CFKS00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CFMN00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CFMP00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CFMQ00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CFNI00000000.1 [97.1-98.6%] 0.0031 97.85
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NC_000962.3 CFRM00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CFSR00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CFTE00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CFTH00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFTJ00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CFTZ00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CFUE00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CGEN00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CHCF00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CHCI00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CHCL00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CHCM00000000.1 [96.9 - 98.5%] 0.0032 97.83
NC_000962.3 CHIU00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CHIV00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CHJC00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CHXH00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CHXP00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CIEG00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CIER00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 C1JU00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CIKD00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COGE00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 COGM00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COGT00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COHH00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 COHN00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COHV00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COIA00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COIF00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COIN00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 C0IW00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 C0IZ00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 C0JK00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 C0OJP00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 C0JX00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 COKD00000000.1 [97.1-98.6%] 0.0032 97.84
NC_000962.3 COKM00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COK000000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 COKP00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COKQ00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COKV00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 COLA00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COLB00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COLS00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COMC00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COMO000000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CONF00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CONJ00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CONO00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CO0B00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 €00J00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CO0K00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COOMO00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CO0P00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CO0Y00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 €0QG00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 €0QV00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 C0SG00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COSV00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COSW00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COSX00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COTA00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COTH00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COTW00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 COUC00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COUW00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COVI00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 COVN00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COV000000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COVV00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COVW00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 COWV00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 COXC00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COYK00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COYN00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 COYU00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 C0ZY00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CP008963.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CP008964.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CP008973.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CP010340.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CPAG00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPAI00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CPAL00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPBC00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPBK00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CPBQO0000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPBX00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CPCF00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPCH00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPCO00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPCR00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPDG00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPDJ00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPEC00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPED00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CPEV00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CPEY00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPFN00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPFV00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CPFW00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPFX00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPGX00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPGZ00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPHA00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CPHM00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPHO00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPHR00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CPHZ00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPIM00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CPIQ00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPIT00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CPJA00000000.1 [96.9 - 98.5%] 0.0033 97.83
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NC_000962.3 CPJG00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPJK00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CPVZ00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 CPXE00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CPXF00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CQDF00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CQF000000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 CRZM00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 CVLWO00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 CVLY00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JJXG00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JJXH00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 JJYE00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JJYL00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JJYs00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 JKCZ00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JKFD00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKNG00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JKNO00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 JKNR00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKNX00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JKNY00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JKOD00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JKOE00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JKOF00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JKOJ00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 JKOMO00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 JKOW00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JKOX00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JKPE0O0000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JKPF00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JKPG00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JKPO00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JKPX00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JKVF00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JLBL00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 JLBR00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLCC00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 JLCD00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JLCF00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JLCG00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JLCW00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JLHS00000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 JLIY00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JUMO00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 JU000000000.1 [96.9 - 98.5%] 0.0033 97.83
NC_000962.3 JLLY00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JLRLO0000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JLUA00000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 JLWR00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JLYU00000000.1 [97 - 98.5%] 0.0032 97.83
NC_000962.3 JLYY00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 JLZ100000000.1 [97 - 98.6%] 0.0032 97.84
NC_000962.3 LXGA00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 ACHO00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 AE000516.2 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 AP012340.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CFKE00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFKQ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFKU00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFLS00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CFMK00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFML00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFMV00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CFMX00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CFMY00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CFNA00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CFNH00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CFNM00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFNY00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFOE00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CFRN00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 CFRR00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFRY00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFS000000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CFSX00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFSY00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CFTD00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CFTI00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFUC00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CFVF00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 CGBU00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 CGEM00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CGES00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 CGGY00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CHBZ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CHCB00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CHCC00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CHCK00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CHIY00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CHXM00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CHXS00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CHXV00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CHXW00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CHXY00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CIEI00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 ClIP00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 C1JC00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CNCZ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CNFD00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COGA00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COGC00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COGF00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 C0GG00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COGN00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 C€0GQ00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COHI00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 COH000000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COHR00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 COHU00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COHW00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COHY00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 €01100000000.1 [97.1-98.6%] 0.0031 97.86
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NC_000962.3 C0IM00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 C0I1000000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 C0IV00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 C0IY00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 C0JG00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 C0J000000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 C0JZ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COKJ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COKW00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COLG00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COLH00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 C0OLL00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 C0LO00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COLV00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COLWO00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COMH00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COMR00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COMT00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COMY00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CONI00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 CONMO00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CONP00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 CONQ00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 C0O0D00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 C00L00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COON00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CO0OW00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COPE00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COPV00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COPZ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 C0QH00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CORF00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CORJ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CORT00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CORV00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CORWO00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 C0SC00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COSF00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COSP00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 COSR00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 C0TZ00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COUA00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COUJ00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COUL00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COUMO00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COUP00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COUR00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COUS00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COUY00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 COVC00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COVD00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COVX00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 COVZ00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COWJ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COWMO00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 COXF00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COXM00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 COX000000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COXV00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 COZF00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 €0Z7100000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 COZR00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 C0ZT00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 C€0ZU00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 C€0ZX00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CP008972.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPAA00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPAF00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CPBI00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CPBR00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPBS00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPCS00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPCU00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPCW00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CPDC00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPDO00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPEB00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CPEP00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPES00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPFF00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPFO00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPFR00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CPGA00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CPGB00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPGD00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPGP00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPGR00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPHB00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CPHE00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPHN00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPHS00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPHT00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPHY00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 CPIH00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPIN00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPIP00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPIR00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 CPIW00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 CPIY00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPJD00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPVT00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPWE00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPWR00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 CPWU00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CPXK00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CPXQ00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 CPZQ00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 CQAF00000000.1 [97.1 - 98.6%] 0.0031 97.85
NC_000962.3 CQAN00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 €QCD00000000.1 [97.1 - 98.6%] 0.0031 97.86
NC_000962.3 €QCJ00000000.1 [97.1 - 98.6%] 0.0031 97.85
NC_000962.3 €QC000000000.1 [97.1 - 98.6%] 0.0031 97.85
NC_000962.3 CQEE00000000.1 [97.2 - 98.6%] 0.003 97.86
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NC_000962.3 CQET00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 C€Qs5G00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CRXY00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CVMC00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 CVME00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JJUF00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JJYH00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JJY100000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 1JZL00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JJZw00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKAA00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKCU00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKDE00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKDF00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKEJ00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKEQ00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKFT00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKHF00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 JKIT00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKIX00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 JKKX00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKND00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKNF00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKNH00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKNK00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKOH00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 JKOI100000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKON00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKOZ00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 JKPC00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKPH00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JKPQ00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKQC00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JKQD00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 JKQY00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 JKZB00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 JLCE00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLCV00000000.1 [97.2 - 98.6%] 0.003 97.87
NC_000962.3 JLDA00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 JLDD00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLHV00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLLA00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLLN00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JLNA00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLNB00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 JLOE00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLPM00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JLQO00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLQR0O0000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JLQU00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLSU00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLTMO00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLTW00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 JLUC00000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 JLUL00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLWF00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 JLYB00000000.1 [97.2 - 98.6%] 0.0031 97.86
NC_000962.3 JLZA00000000.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 JLZ500000000.1 [97.2 - 98.6%] 0.003 97.86
NC_000962.3 LXGF00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 CGGlI [97.2-98.7%] 0.003 97.87
NC_000962.3 CFKP00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CFKT00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CFMMO00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 CFMU00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CFMWO00000000.1 [97.2-98.7%] 0.003 97.88
NC_000962.3 CFNC00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CFND00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CFNF00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CFOH00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 CFRO00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 CFSP00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CFST00000000.1 [97.2-98.7%] 0.003 97.88
NC_000962.3 CFSV00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CFTP00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CFUM00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CFUS00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CFUU00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CGEI00000000.1 [97.2-98.7%] 0.003 97.88
NC_000962.3 CHBY00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CHCD00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CHCG00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CHCN00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CHJB00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CHJF00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CHJX00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CHKL00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CHYB00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CHYI00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CHZA00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CIEH00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CIEM00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CIES00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CIET00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CIKG00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CIKS00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CNEP00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 C0GI00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 C0GJ00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COGL00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COHG00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COHJ00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 COHQO0000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 COHS00000000.1 [97.3 -98.7%] 0.0029 97.88
NC_000962.3 COHX00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COHZ00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 C0ID00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COIK00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 C0JC00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COJH00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 €0JJ00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 C0JM00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COKE00000000.1 [97.2-98.7%] 0.003 97.87
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NC_000962.3 COLE00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 C0OLI00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COMA00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COMJ00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COMP00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COMV00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CONE00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CONH00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CONN00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CONWO00000000.1 [97.2-98.7%] 0.003 97.88
NC_000962.3 C00100000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 C€00Q00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COPM00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COPR00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 C0QK00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 €0QM00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 C0QW00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 C€0Qx00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 CORE00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CORQ00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CORU00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 CORX00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 C0OSB00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 C0OSL00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 C0S500000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 COTF00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 C0OTJ00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COTR00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 COUB00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COUD00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COUN00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 COVA00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 COVE00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 C0OVJ00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COVMO00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 C0VQ00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 COVT00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COVY00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COWC00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 COWF00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COWI00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COWQ00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COWS00000000.1 [97.2-98.7%] 0.003 97.88
NC_000962.3 COWY00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 COXB00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COXE00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COXN00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COXQ00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 C€0XZ00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COYM00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 COYW00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 COZH00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 €0Z7100000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 C0OZM00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CP007299.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CPAH00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CPAP00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CPBT00000000.1 [97.2-98.7%] 0.003 97.88
NC_000962.3 CPCI00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CPDM00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CPDP00000000.1 [97.2-98.7%] 0.003 97.88
NC_000962.3 CPDR00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CPFG00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CPF$S00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CPGE00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CPHH00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPHP00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPHX00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CPIC00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CPID00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 CPIS00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CPJE00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CPJF00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CPVX00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPXL00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CPYP00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPYW00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CQAL00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CQAP00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 C€QCU00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CQDbM00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 €Qs100000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 CQSN00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 CSAMO00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 CSAN00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JJSA00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JJTD00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JJYC00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JJYR00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 112)00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKDI00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKEA00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKEE00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKEG00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 JKEL00000000.1 [97.2-98.7%] 0.003 97.88
NC_000962.3 JKFK00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKFR00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 JKHV00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKIZ00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKJK00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKKE00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKMR00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKNA00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKNC00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKNE00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKNL00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKNP00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 JKNQ00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 JKNS00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKOC00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKOG00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKOR00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKOS00000000.1 [97.3-98.7%] 0.003 97.88
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NC_000962.3 JKOT00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKPP00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKPU00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKPY00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKQA00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKQB00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKQW00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 JKRH00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKUG00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKWA00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JKXP00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JKYC00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JLCR00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JUQ00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JLLB00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JLRB00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JLRC00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JLRD00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JLSH00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JLSN00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JLTY00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JLUF00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JLUG00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JLUH00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 JLUY00000000.1 [97.2 - 98.7%] 0.003 97.88
NC_000962.3 JLWC00000000.1 [97.2-98.7%] 0.003 97.87
NC_000962.3 JLZD00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 JLZv00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JUFD00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 JUFE00000000.1 [97.3-98.7%] 0.003 97.88
NC_000962.3 LXGB00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 LXGD00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 LXWG00000000.1 [97.3-98.7%] 0.0029 97.88
NC_000962.3 ACHP00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 ADAB00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CFKH00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CFNB00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 CFNE00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 CFNJ00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 CFRP00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CFRT00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CFTA00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 CFTM00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CFUB00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CFUD00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CFUG00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 CFUH00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 CFUK00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 CGBS00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 CGEJ00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 CGEK00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 CGEO00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 CGEP00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 CHCH00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CHXQ00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 CHYC00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 CIDU00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CliZ00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 CIJE00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CNCV00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 COGY00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COHA00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COHE00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COIX00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COKG00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COLD00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COMDO00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COMS00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COND00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 CONK00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CONS00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COOA00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 COPJ00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COPQ00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 €0QC00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 €0QI00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 €0QJ00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COQN00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 €0QQ00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 COQR00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 CORC00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CORG00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 CORH00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CORI00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CORMO00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 CORZ00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COSA00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 COSE00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 €05100000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 €0SQ00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COST00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COSU00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COSY00000000.1 [97.4-98.7%] 0.0028 97.89
NC_000962.3 COTB00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 COTC00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COTN00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 C0OTQ00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 COUK00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 C€OUQ00000000.1 [97.3 - 98.7%] 0.0029 97.89
NC_000962.3 COVH00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COWA00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COWH00000000.1 [97.4-98.7%] 0.0029 97.89
NC_000962.3 COWR00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COXI00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COYA00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 COYB00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COYG00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COY000000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COYY00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 COZN00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 €0Z000000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 €0zQ00000000.1 [97.3 - 98.7%] 0.0029 97.89
NC_000962.3 CP008962.1 [97.4 - 98.8%] 0.0028 97.9
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NC_000962.3 CPAN00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CPAS00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 CPAW00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 CPBJ00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPBL0O0000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CPDH00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CPEH00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 CPET00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 CPFI00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CPFP00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CPGK00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPGS00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CPHD00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPHJ00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPHQ00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 CPHV00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CPIK00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPVK00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CPWM00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 CPXD00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CPXS00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 CQAS00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 C€QCC00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 C€QsSJ00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CRZK00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CSAD00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CSAP00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CSAU00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 CVMA00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 CVMB00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 HE663067.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JJTH00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 JJUA00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JJUZ00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JJYM00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JJYT00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 1J2G00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 1JZK00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 1J2Q00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 1JZY00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JKCC00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKCD00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 JKCF00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKCL00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKCN00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 JKDJ00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKDN00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKDV00000000.1 [97.4 - 98.7%] 0.0028 97.89
NC_000962.3 JKES00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 JKEU00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 JKEZ00000000.1 [97.4 - 98.7%] 0.0028 97.89
NC_000962.3 JKFJ00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 JKGG00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKHA00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKIE00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKJF00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKJS00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKLI00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKLW00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKMH00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 JKMU00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 JKMV00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKOA00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKPB00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 JKPL0O0000000.1 [97.4-98.7%] 0.0028 97.89
NC_000962.3 JKPT00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKPV00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKTE00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKTU00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JKTV00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKXJ00000000.1 [97.4-98.7%] 0.0028 97.89
NC_000962.3 JKXK00000000.1 [97.4-98.7%] 0.0028 97.89
NC_000962.3 JKX$00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKXT00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKYE00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKZC00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 JKZE00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKZK00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JKZv00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JLAU00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 JLBG00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 JLBH00000000.1 [97.4 - 98.8%] 0.0028 979
NC_000962.3 JLBJ00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JLBQ00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 JLCN00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLDB00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLIV00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 JUA00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JUJC00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JUX00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JLOM00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLOQ00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLQI00000000.1 [97.4 - 98.7%] 0.0029 97.89
NC_000962.3 JLQQ00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLQV00000000.1 [97.3 - 98.7%] 0.0029 97.89
NC_000962.3 JLQY00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 JLRT00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 JLRZ00000000.1 [97.4 - 98.8%] 0.0028 97.89
NC_000962.3 JLSE00000000.1 [97.4 - 98.8%] 0.0028 97.91
NC_000962.3 JLSG00000000.1 [97.3-98.7%] 0.0029 97.89
NC_000962.3 JLSP00000000.1 [97.4-98.7%] 0.0029 97.89
NC_000962.3 JLSS00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 JLTZ00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLVB00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLWA00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLXG00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JLYX00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JMBB00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JMBC00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 JUFG00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 ABLL00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 ABOV00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CFKV00000000.1 [97.6 - 98.9%] 0.0027 97.92
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NC_000962.3 CFLF00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CFLZ00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 CFMT00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CFMZ00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CFTO00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CFUR00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CFVE00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CGEH00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 CGEL00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CHCE00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 CHWNO00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CHXR00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CNE0O00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 COGD00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COGK00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 C0GZ00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COIH00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COKL00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 COKN00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 COLK00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 C0LQ00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COLY00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 COMMO00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CONA00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CONT00000000.1 [97.6 - 98.9%] 0.0026 97.92
NC_000962.3 C00000000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COP000000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COPU00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COPW00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COQF00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 €0Qs00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 €0QT00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 €0QzZ00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CORL00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CORN00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CORO00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COSN00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 COTG00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COTK00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 C0T000000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 COTT00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 COUT00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COUV00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COUZ00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COVB00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 COVF00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 COVK00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 COVL00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COVS00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COVU00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COWE00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COWK00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COWNO00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 COWO000000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 COWWO00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 COXG00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 COXH00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 COX500000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COXU00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COXW00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COYF00000000.1 [97.6 - 98.9%] 0.0026 97.92
NC_000962.3 COYH00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 COYJ00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COYP00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 COYT00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 COYV00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 €0z€00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 C€0zD00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 C0Zv00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CP001664.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CP010338.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CP010895.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CPAC00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CPAK00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 CPAO00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 CPBA00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 CPCZ00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CPDS00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CPGC00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CPIB00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 CPI000000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CPVE00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CPXC00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CQAC00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 CQCHO0000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 €QCX00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 €QDbQ00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CQGF00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 CRZJ00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JJVX00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JJWM00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JJYP00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 112100000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKCP00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKCS00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKDB00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 JKDO00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKDZ00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 JKEB00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKEF00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JKER00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKFU00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKGL00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKGT00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 JKGU00000000.1 [97.6 - 98.9%] 0.0026 97.92
NC_000962.3 JKHD00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKIA00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKIC00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKIG00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JK1J00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKIM00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JKIP00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKJG00000000.1 [97.5 - 98.9%] 0.0027 97.92
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NC_000962.3 JKJI00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKIM00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKIT00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JKJX00000000.1 [97.6 - 98.9%] 0.0026 97.92
NC_000962.3 JKKB00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKKM00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKLA00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKLP00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKLQ00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKMJ00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JKMN00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKNMO00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKNN00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKNU00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKO000000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKOU00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKPN00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKPW00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKRX00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKSQ00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKTC00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKVG00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 JKVK00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JKVS00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKWG00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JKWL00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JKWQ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKXB00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 JKXV00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JKYK00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLAS00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLAV00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JLBK00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 JLGH00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JLNK00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLNR00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLOR00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLOS00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLPG00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLQK00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLQN00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLQT00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLQZ00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLRF00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 JLRG00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLRH00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLRK00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLRO00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLRP00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLRU00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLRY00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLSB00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLSR00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLTH00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLTV00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLUJ00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLVC00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLWH00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JLWL00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLWV00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLXS00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JLYE00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JLZJ00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JLZT00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JUEV00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 JUEX00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 JUEY00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JUEZ00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 JUFB00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JUFH00000000.1 [97.5 - 98.8%] 0.0028 97.91
NC_000962.3 JUFL00000000.1 [97.5 - 98.9%] 0.0027 97.92
NC_000962.3 JUFQ00000000.1 [97.6 - 98.9%] 0.0027 97.92
NC_000962.3 LAT000000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 LGCH00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 LLXG00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 LXGC00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 AATAS00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 CFKR00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CFSU00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CFTB00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CFTT00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CGBM00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 CGCJ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CHED00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 CIAE00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CIFO00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 C1J000000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 CNBB00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 CNBI00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 CNCW00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CNEU00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 CNFB00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CNGH00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CNKQ00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 CNLF00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CNLH00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CNLT00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 COFZ00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 C0G000000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 COGV00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 COHB00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 COHL00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 COHT00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 C0IU00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 C0J100000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COJN00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 C0JT00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 C0JU00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 C0LI00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 COLN00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 CONZ00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 CO0V00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 COPA00000000.1 [97.6 - 98.9%] 0.0026 97.93
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NC_000962.3 COPG00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COPP00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 €0QL00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 C0SJ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COSM00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 C€0S000000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 COTM00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 COTY00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COWT00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COWX00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COXA00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COXD00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 C0OXJ00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 COXP00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COXY00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 COYC00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 COYR00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 C0ZJ00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 CP008975.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 CP008977.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 CP009427.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 CPBD00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CPCP00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CPDK00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 CPDQ00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 CPDW00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CPEK00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CPG0O00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CPHG00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 CPIFO0000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 CPJC00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CPJHO00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CPX100000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 CPXR00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CQCK00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CQFT00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 CRZB00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CSAB00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 CSAC00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CVLV00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CVLZ00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 CVMD00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 CVMF00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 J15000000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JJST00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JJTZ00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JJuC00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JIVE00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JJWJ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JJZA00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JJZN00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKCE00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKCR00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKCW00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKDW00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKED00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKEH00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKEX00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKEY00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKFG00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKFM00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKFP00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKFQ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKFS00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKGE00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKGK00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKGP00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKGY00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKHH00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKHY00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKIB0O0000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKID00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKIH00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKIK00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKIL00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKJA00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKJP00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKJU00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKJV00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKKF00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKKH00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKKI00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKKK00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKKY00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKLD00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKLF00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKLG00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKLI00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKLK00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKLN00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKLU00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKLZ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKMF00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKMO000000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKMS00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKMY00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKMZ00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKNB00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKNW00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKNZ00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKOK00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKPI100000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKPJ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKPK00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKPS00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKQP00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKTB00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKTK00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKUH00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKVU00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKWF00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKWX00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JKXC00000000.1 [97.6 - 98.9%] 0.0026 97.93
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NC_000962.3 JKXM00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKYD00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKZF00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKZG00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKZL00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JKZR00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JKZ500000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JLAD00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLAJ00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JLIG00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLIH00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JUD00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JUU00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLNP00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JLPB00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JLPF00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLPO00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLQA00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLQL00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JLQM00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JLQW00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLSD00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JLSF00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JLSI00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLSJ00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JLSK00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JLUO00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLUQO0000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JLVF00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 JLWB00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLXL00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JLXT00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLXU00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JLYA00000000.1 [97.6 - 98.9%] 0.0026 97.94
NC_000962.3 JLYNO0000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JLZK00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JLZN00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JMAU00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JMEK00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JOKR00000000.1 [97.7 - 98.9%] 0.0026 97.94
NC_000962.3 JUEW00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JUFJ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JUFK00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JUFM00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JUFV00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 LATN00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 LGTJ00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 LUDZ00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 ABLM00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 ABOW00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 AMYE00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 ATEH00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 ATEN00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 CFMS00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CFSS00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CFTY00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 CFUL00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 CFUP00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 CFVC00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CHXX00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 CIEN00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 CIFN00000000.1 [97.8 - 99%) 0.0024 97.97
NC_000962.3 CNBL00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CNBW00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CNCH00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CNDD00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CNDR00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 CNDV00000000.1 [97.8 - 99%) 0.0025 97.95
NC_000962.3 CNFL00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CNGN00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 CNLM00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CNLO00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CNLP00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 COGW00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 COHP00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 C0IB00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 C0I1€00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 COJA00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 C0JV00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 C0OJW00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 COKH00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 COKK00000000.1 [97.8 - 99%) 0.0024 97.96
NC_000962.3 COKY00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 COLX00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 COMZ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CONC00000000.1 [97.8 - 99%] 0.0025 97.96
NC_000962.3 CONL00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 COPX00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 COPY00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 CORA00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 CORB00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 CORD00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CORR00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 COTX00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 COXL00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 COYD00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 COYQ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 COZA00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 C0ZB00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 CP005387.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CP008976.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CP008981.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CP008982.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CP010968.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CPAD00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CPAR00000000.1 [97.8 - 99%)] 0.0024 97.96
NC_000962.3 CPAY00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 CPAZ00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CPBM00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CPCV00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 CPDA00000000.1 [97.8 - 99%)] 0.0024 97.96
NC_000962.3 CPEG00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 CPEMO00000000.1 [97.8 - 99%)] 0.0024 97.96
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NC_000962.3 CPGG00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 CPGT00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CPGU00000000.1 [97.8 - 99%] 0.0025 97.96
NC_000962.3 CPHW00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CPWA00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 CPWD00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 CPYQ00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 CPYT00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CQD000000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 CQEK00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 CQEX00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 CQSH00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 CRZQ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CSA000000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 CSBK00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 1J5200000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JJTB00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JJUE00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JJWT00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 1JYZ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 1JZ500000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JKCA00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKCB00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKCMO00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKCO00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKCV00000000.1 [97.8 - 99%] 0.0025 97.96
NC_000962.3 JKDT00000000.1 [97.8 - 99%] 0.0025 97.96
NC_000962.3 JKEP00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKFLO0000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKFV00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKFW00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKGA00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKGI00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKGX00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKGZ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKHQ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKHS00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKHX00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKHZ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKIF00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKII00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKINO0000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKIS00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKIU00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JKJC00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKJZ00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKKD00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKKL00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKKQ00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKKR00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JKKS00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKLE00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKLO00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKLS00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKLV00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKLY00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JKMMO00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKMQ00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKPA00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKPD00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JKPZ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKQL00000000.1 [97.8 - 99%) 0.0024 97.96
NC_000962.3 JKQN00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKQz00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 JKRA00000000.1 [97.8 - 99%) 0.0024 97.97
NC_000962.3 JKST00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 JKTD00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKUMO00000000.1 [97.8 - 99%) 0.0024 97.96
NC_000962.3 JKUQ00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 JKVJ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKVP00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 JKVQ00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JKVR00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKVT00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKVV00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKVX00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKWB00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 JKWD00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKWH00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 JKWU00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKWW00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKWZ00000000.1 [97.8 - 99%) 0.0024 97.96
NC_000962.3 JKXD00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKXQ00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JKXW00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKXZ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKYF00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKYS00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 JKZJ00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JKZP00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JLBP00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JLCH00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JLCK00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JLCLO0000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JLDU00000000.1 [97.8 - 99%] 0.0025 97.96
NC_000962.3 JLGI00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JLHH00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JUJ100000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JLNO00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JLNQ00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JLOV00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JLP100000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JLPQ00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 JLPS00000000.1 [97.7 - 99%) 0.0025 97.95
NC_000962.3 JLPT00000000.1 [97.8 - 99%)] 0.0024 97.97
NC_000962.3 JLQP00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JLQS00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JLRJ00000000.1 [97.8 - 99%)] 0.0025 97.95
NC_000962.3 JLSL00000000.1 [97.8 - 99%) 0.0024 97.96
NC_000962.3 JLSM00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JLS000000000.1 [97.8 - 99%)] 0.0024 97.96
NC_000962.3 JLST00000000.1 [97.8 - 99%)] 0.0024 97.96
NC_000962.3 JLTR00000000.1 [97.8 - 99%)] 0.0024 97.96
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NC_000962.3 JLTS00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JLUK00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JLUMO00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JLX100000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JLXR00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JLYI00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JMAH00000000.1 [97.8 - 99%] 0.0025 97.95
NC_000962.3 JNNW00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JUFF00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JUFI00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JUFN00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 JUFO00000000.1 [97.7 - 99%] 0.0025 97.95
NC_000962.3 JUFS00000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 JUFT00000000.1 [97.8 - 99%] 0.0024 97.96
NC_000962.3 ABQG00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 AZAZ00000000.1 [98 - 99.1%] 0.0023 97.99
NC_000962.3 BARZ00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 CFNK00000000.1 [98 - 99.1%] 0.0023 97.99
NC_000962.3 CFSQ00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 CFTC00000000.1 [98 - 99.1%] 0.0023 97.98
NC_000962.3 CFTF00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 CFTV00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CFUJ00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 CGER00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 CHAZ00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CHCA00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CHWR00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CIDW00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 CIDZ00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 CIEJ00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 CIGC00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 CNBX00000000.1 [98 - 99.1%] 0.0023 97.98
NC_000962.3 CNCG00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 CNC000000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CNGM00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CNHT00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CNIN00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CNLD00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 COGB00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 COIE00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 C01J00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 €0I1Q00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 COIT00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 C0JB00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 COKX00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CONX00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 C€00$00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 COPL00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 €0QD00000000.1 [98 - 99.1%] 0.0023 97.98
NC_000962.3 COTI00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 COTS00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 COUF00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 COZP00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CP000717.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 CP001642.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 CP002992.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CP006578.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CP008960.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CP008961.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CP008970.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CP010337.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 CPAX00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CPBG00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CPBO00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CPCLO0000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CPCM00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CPCN00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CPCX00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CPFT00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CPGJ00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CPGW00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CPIU00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 CQA000000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CQEZ00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CRZW00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 CSAA00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 J15100000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JJSL00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JJSR00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JJTU00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JJTV00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 JJVH00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 J1YD00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JJYN00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JJZT00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKAK00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKBZ00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKCH00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKCI00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKCJ00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKCK00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKDC00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKDG00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKDQO0000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKDS00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKEI00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKEM00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKEV00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKFN00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKFO00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKFX00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKGB00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKG000000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKI000000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKIR00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKIV00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKJJ00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKKC00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKKJ00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKKP00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JKKV00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKMG00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKMW00000000.1 [98 - 99.1%] 0.0022 97.99
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NC_000962.3 JKNJ00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKOB00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKPM00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKQH00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKQJ00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKQK00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKQM00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKQ000000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKQV00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKQX00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKRO00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKSN00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKSW00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKUC00000000.1 [98 - 99.1%] 0.0023 97.98
NC_000962.3 JKVN00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKWC00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 JKWI00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKWJ00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 JKWP00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKWR00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKWS00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKWT00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKWV00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKWY00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKXH00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKXI100000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 JKXU00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JKYM00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKYNO0000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JKYU00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKYX00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JKYZ00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 JKZD00000000.1 [98 - 99.1%] 0.0023 97.98
NC_000962.3 JKZY00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JLAG00000000.1 [98 - 99.1%] 0.0023 97.98
NC_000962.3 JLAK00000000.1 [97.9 - 99.1%] 0.0023 97.98
NC_000962.3 JLAR00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLBZ00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLCT00000000.1 [98 - 99.1%] 0.0023 97.98
NC_000962.3 JLCX00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLCZ00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLEC00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 JLEE00000000.1 [98 - 99.1%] 0.0023 97.99
NC_000962.3 JLEF00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLFH00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLFS00000000.1 [98 - 99.1%] 0.0023 97.99
NC_000962.3 JLFV00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLFW00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLGL00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLGV00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLHI00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLHL00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLIK00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JLIM00000000.1 [98 - 99.1%] 0.0023 97.98
NC_000962.3 JUH00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JUY00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLMK00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLMZ00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 JLNF00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JLNI00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLNJ00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLNM00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLNT00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLNW00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLOK00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLO000000000.1 [98 - 99.1%] 0.0023 97.99
NC_000962.3 JLOZ00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLPH00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLPLO0000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLQJ00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JLRM00000000.1 [97.9 - 99%] 0.0024 97.97
NC_000962.3 JLRR00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLSY00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLTF00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLTU00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLUN00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLUU00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLVJ00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLVM00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLVW00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLVZ00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLWG00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLWM00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLW000000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLWU00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLWY00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLYQ00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLZF00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JLZR00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLZU00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 JLZY00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JMAQ00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 JMAT00000000.1 [97.9 - 99%] 0.0023 97.98
NC_000962.3 JUFC00000000.1 [98 - 99.1%] 0.0023 97.99
NC_000962.3 LGCF00000000.1 [97.9 - 99%] 0.0023 97.97
NC_000962.3 LGCG00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 LLXF00000000.1 [97.9-99.1%] 0.0023 97.98
NC_000962.3 AUTF [98.1-99.2%] 0.0021 98.01
NC_000962.3 AQQC00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 CFLC00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CFMR00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 CFSB00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CFSW00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CFTG00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CFTN00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CFTX00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 CGCN00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CGCR00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CGET00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CGGF00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 CHBB00000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 CHIW00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CHJV00000000.1 [98 - 99.1%] 0.0022 97.99
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NC_000962.3 CHXU00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CIFPO0000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CIKT00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CNBM00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CNCI00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 CNDJ00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CNDP00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CNDU00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CNDW00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CNEJ00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CNGY00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CNHA00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CNHP00000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 CNIL00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CNIZ00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 CNJB00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CNJT00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CNJX00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CNKY00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CNNC00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 C0IL00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 C0IS00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 COLF00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 COLP00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 COLR00000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 COMG00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 CO0U00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 C00Z00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 COPF00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 COPK00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 C0QB00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 C€0QU00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 CORP00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 CORY00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 C0SZ00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 COTD00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 COTP00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 COTU00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 COWB00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 COXX00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 COY100000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 C0YZ00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 COZW00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CP001658.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CP001662.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CP008959.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CPDV00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CPFK00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CPGN00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CPZK00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 CQDK00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CQEG00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 CQFE00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CQPV00000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 CRZY00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 CSAF00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JDVY00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JHADO00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 115J00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JJSM00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 J15Q00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JJ5U00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JJTC00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JJTG00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJuD00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JJUL00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJUP00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JJUs00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJUW00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJUY00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JJVI00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJv000000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JJvQ00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JJVV00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JJWY00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JJXC00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JJIXN00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 J1X000000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 J1XQ00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JJIXR00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JJXU00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JJXW00000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 JJXY00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JJYA00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JJYB00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JJYF00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 J1Y000000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 J1ZB00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJZE00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJZH00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKBR00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JKCQ00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKCT00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKDA00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JKGS00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JKGW00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKHB00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKJB00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKJLO0000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKKO00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKKU00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKKW00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKLH00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKLL00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKLR00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKLX00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKNV00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKOY00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKRI00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKRJ00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKRK00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKRN00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JKRY00000000.1 [98 - 99.1%] 0.0022 97.99
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NC_000962.3 JKRZ00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKSF00000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 JKSL00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JKSS00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKTJ00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKVB00000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 JKVO00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKVW00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JKWE00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKW000000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKXG00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JKXX00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKYJ00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JKYQ00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKYY00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLAI00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JLBE00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLBF00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JLBT00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLCA00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLCB00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLCO00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLEL00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLEN00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JLEO00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLFC00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 JLFX00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLHC00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JLHR00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLIB0O0000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 JLB00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JUZ00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JLLF00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLLI00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLNE0O0000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLNG00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLNN00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JLNS00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLOP00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLOY00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JLRV00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLRW00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JLSV00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLTD00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLTNO0000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JLTP00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 JLUD00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLVI00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JLVL00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLVP00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLVX00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLWP00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JLWS00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLWW00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JLXZ00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLYG00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JLYL00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JLYT00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLYW00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JLYZ00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLZE00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLZH00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLZP00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JLZW00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JMAC00000000.1 [98.1-99.2%] 0.0021 98
NC_000962.3 JMAF00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMAG00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMAI00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 JMAJ00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JMAK00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMANO00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JMAS00000000.1 [98.1-99.1%] 0.0022 98
NC_000962.3 JMAX00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMBF00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMBG00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 JUFR00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 LATP00000000.1 [98 - 99.1%] 0.0022 97.99
NC_000962.3 LZLD00000000.1 [98 - 99.1%] 0.0022 98
NC_000962.3 AAKR00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 AALYG00000000.1 [98.3 -99.2%] 0.002 98.03
NC_000962.3 AALYH00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 AATSJ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CFJD00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CFKG00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CFKK00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CFS100000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 CFTR00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CFU000000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 CFUT00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CGDN00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CHCR00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CHIX00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 CHZD00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CHZF00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNBE00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNB0O00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CNCC00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 CNCE00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CNCM00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 CNCP00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CNCT00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CNDG00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNDM00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNDQ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNEL00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNEM00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 CNFF00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNGJ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNGK00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CNHC00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNHJ00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CN1J00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CNIM00000000.1 [98.2 - 99.2%] 0.002 98.02
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NC_000962.3 CNIV00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 CNIY00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNJEO0000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNJI00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 CNKD00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 CNKE00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CNKK00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CNKM00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CNLLO0000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNME00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CNMP00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CNMV00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 COFX00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 COGP00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 COHD00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 C0JS00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 COMF00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CONB00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 COOF00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CORS00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 COSH00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 COTLO0000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 COVG00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 COWZ00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 C0ZG00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CP003234.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CP008980.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CP009480.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CPBU00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CPCD00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CPDY00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CPDZ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CPEQ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CPEU00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CPFM00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CPYB00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 CPYC00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CPZH00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 CPZN00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 CQFU00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CQFW00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CQGE00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CQPL00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 CSAG00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 CSAK00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JJSB00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJ5G00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJSK00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JITA00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JJTS00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JJTT00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JITW00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJTX00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJTY00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JJU100000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JJUN00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJu000000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JJUR00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JJVK00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JJVS00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JJWB00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JJWF00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJWU00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JIXF00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 J1XJ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JJXV00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JJXX00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 J1XZ00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 J1YJ00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JJYX00000000.1 [98.3 -99.2%] 0.002 98.03
NC_000962.3 JJZP00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JJZR00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKAH00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKBY00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKDY00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JKFE00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JKFF00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKFH00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKGD00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKGV00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKHC00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JKHG00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JKJH00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKJO00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JKJQ00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JKJR00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKLT00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JKMA00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JKMC00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JKMT00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKMX00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JKQG00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKQl00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 JKQT00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKRD00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKSP00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JKSV00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKTW00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKUK00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JKVC00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKWK00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JKWM00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JKXA00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKXL00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKXY00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKYA00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JKYB00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JKZA00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JKZT00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JLBB00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JLCQ00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 JLCS00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLDH00000000.1 [98.2 - 99.2%] 0.002 98.02
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NC_000962.3 JLDN00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLDP00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLDT00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLDX00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JLEX00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLEY00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLFLO0000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLFZ00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JLGJ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLGQ00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JLHD00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JL1J00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JLIS00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLKJ00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLKU00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLKZ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLLP00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLLS00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLNC00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLNX00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLOA00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLON00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JLPA00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLPD00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JLPP00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JLPR00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLQC00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLRI00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLTE00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 JLTJ00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLUV00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLUX00000000.1 [98.1 - 99.2%] 0.0021 98.01
NC_000962.3 JLVG00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLVN00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLVO00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLVQ00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLVT00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLVU00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLWD00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLWE00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JLWI00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLWJ00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JLWX00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLXN00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLXV00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLXX00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JLYC00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLYH00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JLYV00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JLZG00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JLZX00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMAD00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMAEO00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 JMAL00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMAMO00000000.1 [98.2 - 99.2%] 0.0021 98.02
NC_000962.3 JMAR00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JMAZ00000000.1 [98.1-99.2%] 0.0021 98.01
NC_000962.3 JMBA00000000.1 [98.2 - 99.2%] 0.0021 98.01
NC_000962.3 JUFP00000000.1 [98.2 - 99.2%] 0.002 98.02
NC_000962.3 JZDR00000000.1 [98.2 - 99.2%] 0.002 98.03
NC_000962.3 CHEE00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 ABVMO00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 ANBL00000000.1 [98.3 -99.2%] 0.002 98.03
NC_000962.3 AOUF00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CFHZ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CFIA00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CFIB00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CFI000000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CFKL00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CFKM00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CFNG00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CFNZ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CFUI00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CGBW00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CGCP00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CGDK00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CGEQ00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 CGG000000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CGGW00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CHBA00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CHZH00000000.1 [98.3 -99.2%] 0.0019 98.03
NC_000962.3 CIDM00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CIDY00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CIEB00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CIFK00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CliG00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CIKK00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 CNAQ00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNAT00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNAY00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNAZ00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 CNBD00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNBH00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNBJ00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNBK00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNBP00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 CNBQO0000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNBR00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CNBU00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNBY00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNBZ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNCA00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNCB00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CNCD00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CNCF00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNCQO00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 CNCS00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNCX00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNDB00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNDL00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 CNDN00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNDO00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNDX00000000.1 [98.4 - 99.3%] 0.0018 98.05
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NC_000962.3 CNEA00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNEK00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNEY00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CNFA00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNFO00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 CNFP00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 CNGC00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNGD00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CNGE00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNGS00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNGU00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNGV00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNGZ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNHB00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNHD00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNHE00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNHG00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNHI00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 CNHL00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNHW00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNIF00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 CNJC00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNJLO0000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNJM00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNJP00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNJZ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNKC00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNKG00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNKH00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CNKT00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNMD00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNMI00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 CNMJ00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 CNML00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CNMS00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 CNMT00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNMY00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 COHF00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 C0JD00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 COLM00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 COLT00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 COLU00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 COMU00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 CONV00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 COPD00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 COPH00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 COQA00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 €0QY00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CORK00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 COUI00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 COWP00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 COXK00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 C€0Z500000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 CP001641.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CP001976.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CP008978.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CPAE00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CPBW00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 CPCG00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CPVP00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 CPYF00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CPZ000000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CQAA00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CQBV00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CQED00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CQFG00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 CQFI00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CQGC00000000.1 [98.3 -99.2%] 0.0019 98.03
NC_000962.3 CQQA00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CQRL00000000.1 [98.3 -99.2%] 0.002 98.03
NC_000962.3 €QTS00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CSAR00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 CSAT00000000.1 [98.3 -99.2%] 0.0019 98.03
NC_000962.3 CVLU00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 CVMX00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JJSD00000000.1 [98.3 -99.2%] 0.0019 98.03
NC_000962.3 JITE00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJT100000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 JJITN00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JIT000000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JJTP00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JITR00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJUB00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 JJUG00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JJUM00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJUT00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJUU00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJuv00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JJUX00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJVC00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JJWC00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJWE00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JJX100000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 JJXK00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 JIXP00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJYG00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 JJZF00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 112000000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 J1ZU00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JJZX00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKAB00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKBI0O0000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKBX00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKDM00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 JKDR00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKDU00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKGJ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKGR00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKIQ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKIY00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JKJD00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKJW00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKJY00000000.1 [98.3 - 99.3%] 0.0019 98.04
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NC_000962.3 JKKG00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JKLC00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKMB00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKME00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKMI00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 JKMP00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKOQ00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 JKQF00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 JKQUO0000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKRG00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 JKRL00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 JKSA00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKSE00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKSK00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 JKSR00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKTI00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKTR00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKTT00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 JKTY00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKUB00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKUU00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKUV00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 JKUX00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 JKVH00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKVMO00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JKYG00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLAA00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLCI00000000.1 [98.3 - 99.2%] 0.002 98.03
NC_000962.3 JLDE00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLDF00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 JLDO00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JLEB00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLEJ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLER00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLFA00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JLFK00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JLFT00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLGK00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 JLGN00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLGO00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLHT00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 JLHX00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JLIA00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JUE00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JUS00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLKE00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLMF00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 JLMT00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLNU00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLNY00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLOB00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLOH00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLPK00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLPZ00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 JLQF00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLRS00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLSA00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 JLSQ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLTO00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLTQ00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLTX00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLUE00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLUS00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLUW00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLVD00000000.1 [98.3 -99.2%] 0.0019 98.03
NC_000962.3 JLVK00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLVY00000000.1 [98.3 -99.2%] 0.002 98.03
NC_000962.3 JLWK00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLWN00000000.1 [98.3 -99.2%] 0.002 98.03
NC_000962.3 JLWZ00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JLXA00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JLXB00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLXC00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLXF00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLXK00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 JLXM00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLXY00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLYJ00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLYMO00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLYO00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLYP00000000.1 [98.3 - 99.3%] 0.0019 98.03
NC_000962.3 JLYR00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JLZL00000000.1 [98.4 - 99.3%] 0.0019 98.05
NC_000962.3 JLZ000000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JMAB00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JMAO000000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JMAP00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JMAV00000000.1 [98.4 - 99.3%] 0.0019 98.04
NC_000962.3 JMAWO00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JMAY00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 JMBD00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JMIMO00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JUFW00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JXAW00000000.2 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 LAVG00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 LDNL00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 AMXW00000000.2 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 ATM000000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 AATSK00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 AUNH00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 AAUTX00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CFI100000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CF1J00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CFIN00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CFJC00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CFKN00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CFKO00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CFMF00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 CFRW00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CFRZ00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 CFTK00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CFTL00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CFUA00000000.1 [98.5 - 99.4%] 0.0017 98.07
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NC_000962.3 CGCU00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 CGCX00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CGGG00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CGHY00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CHWP00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 CHZG00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CIDL00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CIDP00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CI1X00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CIKL00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNAL00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNBA00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNBF00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNBN00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNBS00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNBT00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNBV00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNCK00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNCL00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNCY00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNDA00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNDC00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNDH00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNEB00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNED00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNEQ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNER00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNES00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNET00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNEW00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNEZ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNFE00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNFH00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNFU00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNFY00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNFZ00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNGB00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNGF00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNGG00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNGP00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNHF00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNHMO00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNHR00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNHU00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNHZ00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CNIE00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNIG00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNIR00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNIU00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNJD00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNJF00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNJ000000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNJR00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNJS00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNJV00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 CNKF00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CNKI00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNKJ00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 CNKN00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNKR00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNKU00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CNKX00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNLB00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CNLI00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CNLQ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNLR00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNLX00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNLY00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNMA00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CNMF00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNNA00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNNB00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 CNND00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 C0GS00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 C0IG00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 COKS00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 C0LZ00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 COMX00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CONU00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 COQE00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 COUE00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 COUG00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 COXT00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CP003233.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CP008968.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CPWL00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CPWX00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CQAK00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CQEY00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CQFA00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CQFL00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CQFR00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CQFX00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CQPW00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CQPZ00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 €QTU00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 €QTY00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CRYY00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CRZG00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CRZN00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CRZR00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CSAH00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CSAI00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 CSAS00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 CSAY00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 CVHR00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 CVMY00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JJ5X00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JJTJ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JJTM00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JITQ00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JJUH00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JJUK00000000.1 [98.4 - 99.3%] 0.0018 98.06
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NC_000962.3 JJVF00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JJVP00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JJWI100000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JJWK00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JJWL00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JJXM00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 JJXS00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JJXT00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JJYQ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 1JZC00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JKAC00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKAD00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKAQ00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKBJ00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKDL0O0000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKDP00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 JKGF00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKGN00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKHT00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKHU00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKHW00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKIW00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKIN00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 JKLB00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKLM00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 JKMK00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKML00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JKOP00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKOV00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKPR00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKQRO0000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKRQ00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JKRV00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKSH00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKSI00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKSJ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKSM00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKS000000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKSU00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKTS00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKUA00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKUI00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 JKUL00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JKUN00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKUT00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKUZ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKWN00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JKY100000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JKYW00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JKZN00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLBM00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLDI00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JLDM00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JLDQO0000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLDW00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JLDY00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLDZ00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLEH00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLFE00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLFF00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLFR00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLGD00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLGG00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 JLGY00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JLHU00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLMN00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLMR00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLND00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JLNLO0000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLOD00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JLOJ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLOT00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLOX00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLQD00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLQE00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLQH00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLSC00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLTA00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLTB00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLTC00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLTG00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JLTK00000000.1 [98.5 - 99.3%] 0.0018 98.06
NC_000962.3 JLUI00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JLUP00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLUT00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 JLVE00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLVH00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLVR00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 JLVV00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLWQ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLXE00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 JLYD00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JLYF00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLYK00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLZC00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLZM00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JMBE00000000.1 [98.4 - 99.3%] 0.0018 98.06
NC_000962.3 JMJHO00000000.1 [98.5 - 99.4%] 0.0017 98.06
NC_000962.3 JNVJ00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 JTFM00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 AAUPX00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 AUTG00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 AAUTY00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 C€CJS00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 CEFL00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CEGA00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CFJH00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CFSF00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CFSH00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CFSJ00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CFSM00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CFTQ00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 CFTW00000000.1 [98.6 - 99.4%] 0.0016 98.08
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NC_000962.3 CGDF00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CGD0O00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CHAW00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CHDU00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CHIM00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CHWL00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CHZs500000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CHZX00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 CIAD00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CIEA00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNAMO00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CNAR00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNAV00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNCN00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNCR00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNCU00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNDF00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNDI00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CNDK00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CNDY00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 CNDZ00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CNEC00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 CNEE00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CNEF00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNEG00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CNEH00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNEI00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 CNFG00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CNFK00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNFN00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNFX00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CNGI00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CNG000000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 CNGQ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNGT00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CNGW00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNGX00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNHH00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNHK00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CNHN00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNHQ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNHV00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNIA00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CNIB00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNIQ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNIX00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNJA00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNJH00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 CNJJ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNJK00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 CNJN00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNJQ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNKA00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CNKS00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNKV00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNKW00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNKZ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNLC00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNLW00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CNLZ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNMB00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CNMG00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CNMU00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CNMZ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CNNE00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 COIP00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 COJE00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 €0JQ00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 COMB00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 COML00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 COMNO00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CONR00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 C0O0T00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 COPS00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 COTV00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 COUH00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 COUU00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 COVP00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 COVR00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 COWD00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 COWG00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 COYS00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CP010329.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CPAM00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CPVA00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 CPW000000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CPYA00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CQFQ00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 €QGD00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CQRW00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 C€QsSB00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 €QsD00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CQTR00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 €QTX00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CQUA00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 C€QUG00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CRYV00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CRZD00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CRZI00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CRZ000000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CRZT00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CSAL00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 CSAQ00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 CSAV00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CSBI00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 CvVHQ00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 CVKR00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JHUF00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JJSE00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JJSH00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 JJVL00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JJVZ00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JJWP00000000.1 [98.6 - 99.4%] 0.0016 98.08
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NC_000962.3 JJXB00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JJYK00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JJYV00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKAE00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 JKAR00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 JKAZ00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 JKCX00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKDH00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 JKDX00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKENO0000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JKFB00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKFZ00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 JKGM00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKHK00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JKJE00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKRF00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKRMO00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 JKRW00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JKSX00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JKSZ00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JKTF00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JKTNO0000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 JKTO00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JKTZ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKVA00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 JKVY00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKXE00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKXF00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JKYT00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JKZM00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLAW00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 JLBI00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLBV00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLCP00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLDG00000000.1 [98.6 - 99.4%] 0.0017 98.07
NC_000962.3 JLDR00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JLEA00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 JLED00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLEI00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JLEQ00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 JLET00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLEU00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLEZ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLFI00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JLFM00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLFO00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 JLGF00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLGM00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 JLHJ00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 JLLRO0000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLLU00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JLMQ00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLNZ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLOG00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JLOL00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLPJO0000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JLPN00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLQB00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLQX00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JLRX00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 JLSW00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLTL00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLTT00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JLXJ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JLYS00000000.1 [98.5 - 99.4%] 0.0017 98.07
NC_000962.3 JLZZ00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 JMAA00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JUFA00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 JUFU00000000.1 [98.7 - 99.4%] 0.0015 98.09
NC_000962.3 JWIA00000000.1 [98.6 - 99.4%] 0.0016 98.08
NC_000962.3 LKDO00000000.1 [98.7 - 99.4%] 0.0016 98.09
NC_000962.3 LKIQ00000000.1 [98.6 - 99.4%] 0.0016 98.09
NC_000962.3 LZLT00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 AJGO00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 AP014573.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 APHO000000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 AAUP000000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 AAUXC00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 AAvQJ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CEFY00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CEFZ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CEGB00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CFHY00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CFIC00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 CFJE00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CFJG00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 CFJI00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CFMH00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CFMI00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 CFSC00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CFTS00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CGBD00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CGDH00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CHAY00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CHIL00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CHKH00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CHKI00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 CHX000000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 ClIk00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNAP00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNAW00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNAX00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNBC00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNDS00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNDT00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNEV00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNEX00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 CNFC00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 CNFI00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNFM00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNFQ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNFR00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNGA00000000.1 [98.8 - 99.5%] 0.0014 98.11
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NC_000962.3 CNGR00000000.1 [98.8 - 99.5%] 0.0015 98.1
NC_000962.3 CNHO00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNHS00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNHX00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNHY00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNI100000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNIK00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNIP00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNIT00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNIW00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNJG00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNJY00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNKB00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNLA00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 CNLG00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNLN00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 CNMK00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 CNMN00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CNMO000000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNMX00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CNNF00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 COGR00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 COHMO00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 COMQ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 COOR00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 COPB00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 COPI00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 COSK00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 COWL00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 COZE00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CPZC00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CQBD00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CQFB00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 CQFF00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CQFJ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CQFN00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CQPQ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CQSE00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CQsSL00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 C€Qs5000000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CQSR00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CQTN00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 €QTZ00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 CRZH00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 CRZ500000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 CRZU00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 CRZV00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JISF00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 J15500000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JJSW00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 JJUJ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JJVB00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JIVG00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JJVN00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JJVW00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JJW000000000.1 [98.8 - 99.5%] 0.0015 98.1
NC_000962.3 JJWX00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JJXD00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 11ZD00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKAI00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKBB00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKBK00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JKDD00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKDK00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKEK00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKET00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKFY00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKGQ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKHL00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKHP00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JKKZ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKRP00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKSC00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKTL00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKTQ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKUF00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKUJ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKUO00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKUS00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKUW00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKVE00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKVZ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JKY000000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLAL00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLAQO0000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLBC00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLBW00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLCJ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLDJ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLEP00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLES00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLEW00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLFB00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLFD00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLFG00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLFY00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLGB00000000.1 [98.8 - 99.5%] 0.0015 98.1
NC_000962.3 JLGE00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLGT00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLGU00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLHO00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLIQ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLLD00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLML00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLMP00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLMV00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLMX00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLMY00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLOF00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 JLOI00000000.1 [98.8 - 99.5%] 0.0014 98.1
NC_000962.3 JLOW00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLPX00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLQG00000000.1 [98.8 - 99.5%] 0.0014 98.11
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NC_000962.3 JLRA00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLRQ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLSX00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLSZ00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLUB00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JLUR00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLVS00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLXP00000000.1 [98.7 - 99.5%] 0.0015 98.09
NC_000962.3 JLXQ00000000.1 [98.8 - 99.5%] 0.0015 98.1
NC_000962.3 JLZB00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 JNGF00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JTLP00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 LGAX00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 LVJJ00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 LXGE00000000.1 [98.7 - 99.5%] 0.0015 98.1
NC_000962.3 ACVS00000000.2 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 ADNG00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 AAIIE00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 ‘AJGLO0000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 ‘AJGM00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 ANFI00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 ATER00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 ATES00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 ATMP00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 'AUXD00000000.2 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CFLG00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CFLH00000000.1 [98.9 - 99.6%] 0.0012 98.13
NC_000962.3 CFSZ00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CFUF00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CGCA00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CGCZ00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CGDE00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 CHBC00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CHBD00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CHEC00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CHIK00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 CHKG00000000.1 [98.9 - 99.6%] 0.0012 98.13
NC_000962.3 CHWO000000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CIFG00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 CNAU00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 CNBG00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CNEN00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CNFJ00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CNFV00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 CNFW00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CNIC00000000.1 [98.9 - 99.6%] 0.0012 98.13
NC_000962.3 CNIH00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CNIO00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CNIS00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CNJU00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 CNJW00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CNKL00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 CNKO00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 CNKP00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 CNLE00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 CNLK00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 CNLU00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CNLV00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CNMQ00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 CNMR00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CNMW00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 COIR00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 COPN00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 COYL00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CQEV00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CQFK00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CQFP00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 CQFV00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 CQPP00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CQPR00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CQPT00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CQPU00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 €QQC00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 €QQD00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CQRO00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 C€QsmM00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 €QsP00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 €Qs5Q00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 €QsuU00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 C€QT000000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CQUC00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 CRY000000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CRZA00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 CRZC00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CRZE00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CRZL00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 CRZP00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 CVK000000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JJSP00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JJTK00000000.1 [98.9 - 99.6%] 0.0012 98.13
NC_000962.3 JJTL00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 J1uQ00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JJVT00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JJWG00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JJWQ00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JJWS00000000.1 [98.9 - 99.6%] 0.0012 98.13
NC_000962.3 JJYW00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JJYY00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 112200000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 JKAG00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKAJ00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKAP00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JKAS00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 JKAU00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKBF00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKCG00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKEC00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JKEO00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JKHM00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 JKHO00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKHR00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JKMD00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 JKQQ00000000.1 [98.8 - 99.5%] 0.0014 98.12
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NC_000962.3 JKRE00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKSB00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKSG00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JKSY00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKTH00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKTM00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKTP00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JKUE00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKUP00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JKUR00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JKUY00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 JKVD00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JKVL00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JKXN00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JLBD00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JLBN00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JLDC00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JLDS00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JLDV00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 JLEK00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 JLEM00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JLFN00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JLFQ00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JLGA00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JLGC00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JLGP00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JLKR00000000.1 [99 - 99.6%] 0.0012 98.13
NC_000962.3 JLLX00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JLMD00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JLMMO00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 JLMU00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JLMWO00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 JLNH00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 JLNV00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JLOC00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JLPC00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JLPU00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 JLPW00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 JLPY00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 JLRN00000000.1 [98.9 - 99.6%] 0.0012 98.13
NC_000962.3 LFLI00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 LJIQ00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 LKDN00000000.1 [98.8 - 99.5%] 0.0014 98.11
NC_000962.3 LKDP00000000.1 [98.8 - 99.5%] 0.0014 98.12
NC_000962.3 LKDT00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 LKHH00000000.1 [98.9 - 99.5%] 0.0013 98.12
NC_000962.3 LKIF00000000.1 [98.9 - 99.6%] 0.0012 98.13
NC_000962.3 LKIG00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 LKIM00000000.1 [98.9 - 99.6%] 0.0013 98.12
NC_000962.3 LKIP00000000.1 [98.9 - 99.6%] 0.0013 98.13
NC_000962.3 AACVU00000000.2 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 ADNF00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 ADNH00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 AJGN00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 AATDX00000000.1 [99 - 99.6%] 0.0012 98.15
NC_000962.3 BADQ00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CGCY00000000.1 [99 - 99.6%] 0.0012 98.15
NC_000962.3 CGDJ00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CGDP00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CGDU00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 CGGP00000000.1 [99.1-99.7%] 0.0011 98.15
NC_000962.3 CHDS00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CHEB00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 CHKJ00000000.1 [99 - 99.6%] 0.0011 98.15
NC_000962.3 CIEF00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CIFZ00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CIGL00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 CIJF00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 C1J100000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 CNAS00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CNFS00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CNMH00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CNMMO00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 COHC00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 COMK00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 COMWO00000000.1 [99 - 99.6%] 0.0012 98.15
NC_000962.3 COYE00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 C0ZK00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CQFC00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CQFD00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 CQFH00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CQFS00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 CQFY00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CQFZz00000000.1 [99.1-99.7%] 0.0011 98.15
NC_000962.3 CQGB00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CQPS00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CQPX00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 €QQl00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CQRZ00000000.1 [99 - 99.6%] 0.0012 98.15
NC_000962.3 CQSA00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 CQSF00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 C€QSW00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 CQTE00000000.1 [99 - 99.6%] 0.0012 98.15
NC_000962.3 CQTF00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 €QTG00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 €QTI00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 C€QTK00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 C€QTP00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 €QTQ00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 €QTT00000000.1 [99 - 99.6%] 0.0012 98.15
NC_000962.3 €QTV00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 €QTW00000000.1 [99.1-99.7%] 0.0011 98.15
NC_000962.3 €QUD00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CRYA00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 CRYT00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 CRYU00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CRYW00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CRYZ00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CRZF00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CRZX00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 CVHS00000000.1 [99 - 99.6%] 0.0011 98.15
NC_000962.3 HE608151.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JJSV00000000.1 [99.1 - 99.6%] 0.0011 98.15
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NC_000962.3 JJVA00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JJVR00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 JJvU00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 JJVY00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JJWA00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 JJWD00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JJWR00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JJWV00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 JJWZ00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 JJXE00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 JJYu00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 1JZM00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKANO0000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JKAT00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKBD00000000.1 [99.1-99.6%] 0.0011 98.15
NC_000962.3 JKBL00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKFC00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKGH00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKHE00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKKA00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKKN00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKKT00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 JKRC00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 JKRR00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKRS00000000.1 [99 - 99.6%] 0.0011 98.15
NC_000962.3 JKRT00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKRU00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKTX00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JKUD00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 JKYV00000000.1 [99 - 99.6%] 0.0012 98.15
NC_000962.3 JLAH00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JLBU00000000.1 [99.1-99.7%] 0.0011 98.15
NC_000962.3 JLDK00000000.1 [99 - 99.6%] 0.0011 98.15
NC_000962.3 JLDL00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JLFJ00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JLKW00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 JLM000000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JLMS00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 JLOU00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 JLPE00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 JLPV00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 JLUZ00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 JRJS00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 LJBH00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 LJIM00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 LJINO0000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 LKDR00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 LKDS00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 LKIH00000000.1 [99 - 99.6%] 0.0012 98.15
NC_000962.3 LK1100000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 LKIK00000000.1 [99.1 - 99.6%] 0.0011 98.15
NC_000962.3 LKIO00000000.1 [99 - 99.6%] 0.0012 98.14
NC_000962.3 ACVT00000000.2 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 AELF00000000.1 [99.2 -99.7%] 0.001 98.16
NC_000962.3 ATEB00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 ATEL00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 AATRS00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 CGCW00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CGDC00000000.1 [99.2 -99.7%] 0.0009 98.17
NC_000962.3 CGDG00000000.1 [99.2 -99.7%] 0.0009 98.18
NC_000962.3 CGDL00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 CHZP00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 CHZT00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 CIAA00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 CP000611.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 CP005082.1 [99.2 -99.7%] 0.001 98.16
NC_000962.3 CQFM00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CQGA00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 CQPM00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 C€QQB00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CQRK00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 CQRN00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 CQRT00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 CQRU00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 CQRV00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 CQRY00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 €QsC00000000.1 [99.2 -99.7%] 0.001 98.16
NC_000962.3 €Qs500000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 C€QsV00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 €Qs5700000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 C€QTB00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 €QTC00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 €QTD00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 C€QTH00000000.1 [99.3 - 99.7%] 0.0009 98.18
NC_000962.3 €QTL00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 €QTM00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CQUB00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 CQUE00000000.1 [99.2 - 99.7%] 0.001 98.17
NC_000962.3 CQUH00000000.1 [99.2 - 99.7%] 0.0009 98.18
NC_000962.3 JJ5Y00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JITF00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 JJvD00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 JJVJ00000000.1 [99.2-99.7%] 0.0009 98.18
NC_000962.3 JJWH00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JJWN00000000.1 [99.2 - 99.7%] 0.001 98.16
NC_000962.3 JJWW00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 JKAO00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JKAW00000000.1 [99.2-99.7%] 0.001 98.17
NC_000962.3 JKBO00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JKBT00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 JKFA00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JKHN00000000.1 [99.2-99.7%] 0.001 98.16
NC_000962.3 JKRB00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JKSD00000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 JKTA00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JLFU00000000.1 [99.2 - 99.7%] 0.0009 98.18
NC_000962.3 JLGS00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 JLHP00000000.1 [99.2 - 99.7%] 0.0009 98.17
NC_000962.3 JLIU00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JLVA00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JRJQ00000000.1 [99.2 - 99.7%] 0.001 98.17
NC_000962.3 JRJR00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 JRIJT00000000.1 [99.1-99.7%] 0.0011 98.16
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NC_000962.3 LJIK00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 LJ1000000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 LJIP00000000.1 [99.2 -99.7%] 0.0009 98.18
NC_000962.3 LJIR00000000.1 [99.2 - 99.7%] 0.001 98.17
NC_000962.3 LKDM00000000.1 [99.2-99.7%] 0.001 98.16
NC_000962.3 LKDQ00000000.1 [99.1-99.7%] 0.001 98.16
NC_000962.3 LK1J00000000.1 [99.2 - 99.7%] 0.001 98.17
NC_000962.3 LKIL00000000.1 [99.2-99.7%] 0.001 98.17
NC_000962.3 LKINO0000000.1 [99.2 -99.7%] 0.001 98.17
NC_000962.3 LKMF00000000.1 [99.2 - 99.7%] 0.001 98.17
NC_000962.3 LKMI00000000.1 [99.1-99.7%] 0.0011 98.16
NC_000962.3 ADHR00000000.1 [99.4 - 99.8%] 0.0008 98.2
NC_000962.3 ADHS00000000.1 [99.3-99.7%] 0.0009 98.18
NC_000962.3 ADHU00000000.1 [99.4 - 99.8%] 0.0008 98.2
NC_000962.3 ADHV00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 ADHW00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 ADHX00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 ADHY00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 AEGB00000000.1 [99.3-99.7%] 0.0009 98.19
NC_000962.3 AEGC00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 AEGD00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 ATEM00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 ATET00000000.1 [99.3-99.7%] 0.0009 98.18
NC_000962.3 ATMQ00000000.1 [99.4 - 99.8%] 0.0008 98.2
NC_000962.3 ATNF00000000.1 [99.3-99.7%] 0.0009 98.19
NC_000962.3 ATRQ00000000.1 [99.4 - 99.8%] 0.0008 98.2
NC_000962.3 ATRV00000000.1 [99.3-99.7%] 0.0009 98.18
NC_000962.3 ATSF00000000.1 [99.3-99.7%] 0.0009 98.18
NC_000962.3 ATSN00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 ATSR00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 AZBA00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 CQRX00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 CQST00000000.1 [99.3-99.7%] 0.0009 98.18
NC_000962.3 CQsSX00000000.1 [99.3-99.7%] 0.0009 98.18
NC_000962.3 CQsSY00000000.1 [99.4 - 99.8%] 0.0008 98.19
NC_000962.3 CQTA00000000.1 [99.3-99.7%] 0.0009 98.18
NC_000962.3 C€QTJ00000000.1 [99.3-99.7%] 0.0009 98.19
NC_000962.3 CQUF00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 CVIC00000000.1 [99.4 - 99.8%] 0.0008 98.2
NC_000962.3 JAQH00000000.1 [99.4 - 99.8%] 0.0008 98.2
NC_000962.3 JJ5C00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 JJISN00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 JIVM00000000.1 [99.3 -99.7%] 0.0009 98.19
NC_000962.3 JIXA00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 JKBA00000000.1 [99.4 - 99.8%] 0.0008 98.2
NC_000962.3 JKBC00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 JKBQ00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 JKBU00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 JKBV00000000.1 [99.3 -99.7%] 0.0009 98.19
NC_000962.3 JKQS00000000.1 [99.3 - 99.8%] 0.0008 98.19
NC_000962.3 JKTG00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 JLBA00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 JLEG00000000.1 [99.3 -99.7%] 0.0009 98.19
NC_000962.3 JLGR00000000.1 [99.4 - 99.8%] 0.0008 98.2
NC_000962.3 LKDL00000000.1 [99.3 -99.7%] 0.0009 98.18
NC_000962.3 ADHT00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 AHHX00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 AHHY00000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 AHHZ00000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 AANZI00000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 ATEC00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 ATED00000000.1 [99.5 - 99.8%] 0.0007 98.21
NC_000962.3 ATEI00000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 ATEO00000000.1 [99.5 - 99.8%] 0.0006 98.21
NC_000962.3 ATEP00000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 ATRW00000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 AATRX00000000.1 [99.5 - 99.8%] 0.0007 98.21
NC_000962.3 AATSQ00000000.1 [99.6 - 99.9%] 0.0006 98.23
NC_000962.3 ATS500000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 CP009100.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 CP009101.1 [99.6 - 99.8%] 0.0006 98.22
NC_000962.3 CP010330.1 [99.5 - 99.8%] 0.0007 98.21
NC_000962.3 CRYX00000000.1 [99.5 - 99.8%] 0.0007 98.21
NC_000962.3 JANH00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 JAQI00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 JKAV00000000.1 [99.4 - 99.8%] 0.0007 98.21
NC_000962.3 JKAX00000000.1 [99.4 - 99.8%] 0.0007 98.2
NC_000962.3 JKAY00000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 JKBE00000000.1 [99.4 - 99.8%] 0.0007 98.21
NC_000962.3 JLEV00000000.1 [99.4 - 99.8%] 0.0007 98.21
NC_000962.3 JLFP00000000.1 [99.5 - 99.8%] 0.0007 98.21
NC_000962.3 JNVI00000000.2 [99.5 - 99.8%] 0.0007 98.21
NC_000962.3 JQGH00000000.1 [99.5 - 99.8%] 0.0006 98.22
NC_000962.3 LKMH00000000.1 [99.5 - 99.8%] 0.0007 98.21
NC_000962.3 AAYK00000000.1 [99.6 - 99.9%] 0.0005 98.23
NC_000962.3 AADHQ00000000.1 [99.6 - 99.9%] 0.0005 98.23
NC_000962.3 AADIA00000000.1 [99.6 - 99.9%] 0.0005 98.24
NC_000962.3 ANNN00000000.1 [99.6 - 99.9%] 0.0006 98.23
NC_000962.3 AANZG00000000.1 [99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ANZH00000000.1 [99.6 - 99.9%] 0.0006 98.23
NC_000962.3 ATDY00000000.1 [99.6 - 99.9%] 0.0005 98.24
NC_000962.3 AATDZ00000000.1 [99.7 - 99.9%] 0.0004 98.24
NC_000962.3 ATEA00000000.1 [99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ATEE00000000.1 [99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ATEF00000000.1 [99.7 - 99.9%] 0.0005 98.24
NC_000962.3 ATEG00000000.1 [99.7 - 99.9%] 0.0004 98.24
NC_000962.3 AATEJ00000000.1 [99.6 - 99.9%] 0.0005 98.23
NC_000962.3 ATEK00000000.1 [99.7 - 99.9%] 0.0005 98.24
NC_000962.3 ATEQ00000000.1 [99.6 - 99.9%] 0.0006 98.23
NC_000962.3 ATML00000000.1 [99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ATMMO00000000.1 [99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ATMN00000000.1 [99.7 - 99.9%] 0.0004 98.25
NC_000962.3 AATRP00000000.1 [99.7 - 99.9%] 0.0005 98.24
NC_000962.3 AATRR00000000.1 [99.7 - 99.9%] 0.0005 98.24
NC_000962.3 ATRT00000000.1 [99.7 - 99.9%] 0.0004 98.24
NC_000962.3 AATRU00000000.1 [99.6 - 99.9%] 0.0006 98.23
NC_000962.3 ATRY00000000.1 [99.6 - 99.9%] 0.0005 98.24
NC_000962.3 AATRZ00000000.1 [99.7 - 99.9%] 0.0004 98.24
NC_000962.3 ATSB00000000.1 [99.7 - 99.9%] 0.0004 98.25
NC_000962.3 AATSC00000000.1 [99.7 - 99.9%] 0.0004 98.24
NC_000962.3 AATSD00000000.1 [99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ATSE00000000.1 [99.7 - 99.9%] 0.0004 98.24
NC_000962.3 ATSG00000000.1 [99.7 - 99.9%] 0.0005 98.24
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NC_000962.3 ATSH00000000.1 99.8[99.7 - 99.9%] 0.0004 98.24
NC_000962.3 AATSI00000000.1 99.8[99.7 - 99.9%] 0.0005 98.24
NC_000962.3 ATSLO0000000.1 99.8[99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ATSM00000000.1 99.8[99.6 - 99.9%] 0.0005 98.24
NC_000962.3 ATS000000000.1 99.8[99.6 - 99.9%] 0.0005 98.23
NC_000962.3 ATST00000000.1 99.8[99.6 - 99.9%] 0.0005 98.24
NC_000962.3 LJIL00000000.1 99.8[99.6 - 99.9%] 0.0005 98.23
NC_000962.3 LKMG00000000.1 99.8[99.6 - 99.9%] 0.0005 98.24
NC_000962.3 ADHZ00000000.1 99.91[99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ADIB00000000.1 99.9[99.8 - 100%] 0.0002 98.27
NC_000962.3 ATSA00000000.1 99.91[99.7 - 99.9%] 0.0004 98.25
NC_000962.3 ATSP00000000.1 99.91[99.8 - 100%] 0.0002 98.27
NC_000962.3 JKGC00000000.1 99.91[99.9 - 100%] 0.0002 98.28
NC_000962.3 JLXH00000000.1 99.91[99.9 - 100%] 0.0002 98.28
NC_000962.3 AJSF00000000.1 100][99.9 - 100%] 0.0001 98.29
NC_000962.3 AORP00000000.1 100([100 - 100%] 0 98.3
NC_000962.3 CP003248.2 100([100 - 100%] 0 98.3
NC_000962.3 CP007027.1 100([100 - 100%] 0 98.3
NC_000962.3 JREW00000000.1 100([100 - 100%] 0.0001 98.29
NC_000962.3 JREX00000000.1 100][99.9 - 100%] 0.0001 98.29
NC_000962.3 NC_000962.3 100([100 - 100%] 0 98.3

Minimum*: 835

Mean*: 98.6

i 100
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Table S2. dDDH GGDs Between Strains Deposited as M. africanum in GenBank vs. M. tuberculosis H37Rv' (n =30)

Formula 2

Query genome Reference genome DDH Model C.I. Distance Prob. DDH >= 70%
NC_000962.3 CP010334.1 [95.5 - 97.6%] 0.0046 97.6
NC_000962.3 JLAX00000000.1 [95.9 - 97.9%] 0.0042 97.67
NC_000962.3 NC_015758.1 [96 - 98%] 0.0041 97.68
NC_000962.3 JKZ000000000.1 [96.2 - 98.1%] 0.004 97.71
NC_000962.3 JLAT00000000.1 [96.3 - 98.1%)] 0.0038 97.73
NC_000962.3 JKXO00000000.1 [96.4 - 98.2%] 0.0038 97.73
NC_000962.3 JKX000000000.1 [96.4 - 98.2%)] 0.0038 97.73
NC_000962.3 JLAM00000000.1 [96.4 - 98.2%] 0.0038 97.74
NC_000962.3 JLAF00000000.1 [96.4 - 98.2%)] 0.0038 97.74
NC_000962.3 JKZX00000000.1 [96.4 - 98.2%] 0.0038 97.74
NC_000962.3 JKYP00000000.1 [96.4 - 98.2%)] 0.0038 97.73
NC_000962.3 JLANO0000000.1 [96.5 - 98.3%] 0.0037 97.76
NC_000962.3 JLAY00000000.1 [96.5 - 98.3%)] 0.0037 97.76
NC_000962.3 JKZH00000000.1 [96.5 - 98.3%] 0.0036 97.76
NC_000962.3 JKYRO0000000.1 [96.5 - 98.3%)] 0.0037 97.76
NC_000962.3 JLAO00000000.1 [96.6 - 98.3%] 0.0035 97.78
NC_000962.3 JKXR00000000.1 [96.6 - 98.3%)] 0.0036 97.77
NC_000962.3 JLAZ00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JLAC00000000.1 [96.6 - 98.3%)] 0.0036 97.77
NC_000962.3 JLAB00000000.1 [96.6 - 98.3%] 0.0036 97.78
NC_000962.3 JKZZ00000000.1 [96.6 - 98.3%)] 0.0036 97.77
NC_000962.3 JKZQ00000000.1 [96.6 - 98.3%] 0.0035 97.78
NC_000962.3 JKZ100000000.1 [96.6 - 98.3%)] 0.0036 97.77
NC_000962.3 JKYL00000000.1 [96.6 - 98.3%] 0.0036 97.77
NC_000962.3 CP014617.1 [96.8 - 98.4%)] 0.0034 97.8
NC_000962.3 JKZU00000000.1 [96.7 - 98.3%] 0.0035 97.78
NC_000962.3 JKZW00000000.1 [97 - 98.5%] 0.0032 97.84
NC_000962.3 JLAE00000000.1 [97.3 - 98.7%] 0.0029 97.89
NC_000962.3 JKYH00000000.1 [97.3 - 98.7%)] 0.0029 97.89
NC_000962.3 ACHQ00000000.1 [97.5 - 98.8%] 0.0027 97.92

Minimum:

Mean:

Maximum:
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Table S3. dDDH GGDs Between Strains Deposited as M. bovis in GenBank vs. M. tuberculosis H37Rv' (n =69)

Formula 2

Query genome Reference genome DDH Model C.I. Distance Prob. DDH >= 70%
NC_000962.3 NZ_CP003494.1 [94.3 - 96.8%] 0.0058 97.37
NC_000962.3 NZ_CP009449.1 [95.3 - 97.5%] 0.0048 97.56
NC_000962.3 CP010331.1 [95.4 - 97.6%] 0.0047 97.57
NC_000962.3 NZ_CUWF00000000.1 [95.7 - 97.7%] 0.0045 97.62
NC_000962.3 NZ_CUWNO00000000.1 [95.8 - 97.8%] 0.0043 97.64
NC_000962.3 NZ_CUwQ00000000.1 [95.9 - 97.9%] 0.0043 97.66
NC_000962.3 CP015773.2 [95.9 - 97.9%] 0.0043 97.66
NC_000962.3 NC_008769.1 [96 - 98%] 0.0041 97.68
NC_000962.3 NC_016804.1 [96 - 97.9%] 0.0042 97.67
NC_000962.3 NZ_AM412059.1 [96 - 97.9%] 0.0041 97.68
NC_000962.3 NZ_CP012095.1 [96 - 98%] 0.0041 97.68
NC_000962.3 NZ_CP013741.1 [96 - 97.9%] 0.0042 97.67
NC_000962.3 NC_002945.3 [96.1 - 98%] 0.0041 97.69
NC_000962.3 NC_012207.1 [96.1 - 98%] 0.0041 97.68
NC_000962.3 NZ_CP008744.1 [96.1 - 98%] 0.0041 97.69
NC_000962.3 NZ_CP009243.1 [96.1 - 98%] 0.0041 97.68
NC_000962.3 NC_012207.1 [96.1 - 98%] 0.0041 97.68
NC_000962.3 CP010332.1 [96.1 - 98%] 0.0041 97.69
NC_000962.3 NZ_CUWH00000000.1 [96.1 - 98%] 0.0041 97.69
NC_000962.3 NZ_CUWL00000000.1 [96.1 - 98%] 0.0041 97.69
NC_000962.3 NZ_CUwWO000000000.1 [96.1 - 98%] 0.0041 97.69
NC_000962.3 NZ_CUWG00000000.1 [96.1 - 98%] 0.0041 97.69
NC_000962.3 NC_020245.2 [96.2 - 98.1%] 0.004 97.71
NC_000962.3 NZ_JNAF00000000.1 [96.2 - 98%] 0.004 97.7
NC_000962.3 NZ_CUWwWJ00000000.1 [96.2 - 98.1%] 0.0039 97.71
NC_000962.3 NZ_CUWMO00000000.1 [96.2 - 98%] 0.004 97.7
NC_000962.3 NZ_CUWR00000000.1 [96.2 - 98.1%] 0.004 97.71
NC_000962.3 NZ_AEZE00000000.1 [96.3 - 98.1%] 0.0038 97.73
NC_000962.3 NZ_CUWP00000000.1 [96.3 - 98.1%] 0.0039 97.73
NC_000962.3 NZ_JXTKO0000000.1 [96.5 - 98.2%] 0.0037 97.75
NC_000962.3 NZ_LFGY00000000.1 [96.5 - 98.2%] 0.0037 97.76
NC_000962.3 NZ_CUWE00000000.1 [96.5 - 98.2%] 0.0037 97.75
NC_000962.3 JLAP00000000.1 [96.5 - 98.2%] 0.0037 97.75
NC_000962.3 NZ_CUWI00000000.1 [96.6 - 98.3%] 0.0035 97.78
NC_000962.3 NZ_AEZF00000000.1 [96.7 - 98.4%)] 0.0035 97.79
NC_000962.3 NZ_AEZG00000000.1 [96.7 - 98.4%] 0.0035 97.8
NC_000962.3 NZ_CP011455.1 [96.8 - 98.4%)] 0.0034 97.81
NC_000962.3 NZ_JQES00000000.1 [97.1 - 98.6%] 0.0031 97.85
NC_000962.3 MINAO1.1 [97.1-98.6%] 0.0031 97.86
NC_000962.3 NZ_AWPL00000000.1 [97.1 - 98.6%] 0.0031 97.85
NC_000962.3 NZ_JQEQO00000000.1 [97.1-98.6%] 0.0031 97.85
NC_000962.3 NZ_CDHE00000000.1 [97.1 - 98.6%] 0.0031 97.86
NC_000962.3 NZ_JQEX00000000.1 [97.3 - 98.7%] 0.0029 97.88
NC_000962.3 NZ_CDHF00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 NZ_CDHH00000000.1 [97.2 - 98.7%] 0.003 97.87
NC_000962.3 NZ_JQEV00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 NZ_JQEP00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 NZ_JQEO00000000.1 [97.3 - 98.7%] 0.0029 97.89
NC_000962.3 NZ_LNOF00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 NZ_CYST00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 NZ_CUWKO00000000.1 [97.4 - 98.8%] 0.0028 97.9
NC_000962.3 NZ_JQEW00000000.1 [97.5 - 98.8%] 0.0027 97.91
NC_000962.3 NZ_JQEU00000000.1 [97.5 - 98.8%] 0.0027 97.92
NC_000962.3 NZ_JPFP00000000.1 [97.7 - 98.9%] 0.0025 97.94
NC_000962.3 NZ_JPFQ00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 NZ_JQER00000000.1 [97.7 - 98.9%] 0.0025 97.95
NC_000962.3 NZ_JQEMO00000000.1 [97.6 - 98.9%] 0.0026 97.93
NC_000962.3 JKALO0000000.1 [97.8 - 99%] 0.0024 97.97
NC_000962.3 NZ_AKYQ00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 NZ_JPFRO0000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 NZ_JQET00000000.1 [98.1-99.1%] 0.0021 98
NC_000962.3 NZ_JQEN00000000.1 [98.1 - 99.1%] 0.0021 98
NC_000962.3 JKAMO00000000.1 [98.1-99.2%] 0.0021 98.01
Riojas, et al. Table S3
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NC_000962.3 NZ_AKYT00000000.1 [98.3 - 99.2%] 0.0019 98.03
NC_000962.3 NZ_AKYV00000000.1 [98.4 - 99.3%] 0.0018 98.05
NC_000962.3 NZ_AVSW00000000.1 [98.3 - 99.3%] 0.0019 98.04
NC_000962.3 NZ_AKYR00000000.1 [98.5 - 99.3%] 0.0017 98.06
NC_000962.3 NZ_AKYU00000000.1 [98.4 - 99.3%)] 0.0018 98.06
NC_000962.3 AKYS00000000.1 [98.5 - 99.4%] 0.0017 98.07
Minimum:
Mean:
Maximum:
Riojas, et al. Table S3
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Table S4. dDDH GGDs Between Strains Deposited as "M. canettii" in GenBank vs. M. tuberculosis H37Rv' (n =9)

Formula 2

Query genome Reference genome DDH Model C.I. Distance Prob. DDH >= 70%
NC_000962.3 NC_019951.1 [77.2 - 82.7%] 0.0233 90.65
NC_000962.3 NC_019952.1 [78.8 - 84.2%)] 0.0214 91.78
NC_000962.3 NC_019965.1 [88.2 - 92.3%] 0.0116 95.95
NC_000962.3 NC_015848.1 [89.1 - 93%] 0.0108 96.19
NC_000962.3 NZ_CAON00000000.1 [90.5 - 94.1%] 0.0094 96.57
NC_000962.3 NC_019950.1 [90.7 - 94.3%] 0.0092 96.61
NC_000962.3 NZ_CAO000000000.1 [90.7 - 94.3%] 0.0092 96.61
NC_000962.3 NZ_CAOMO00000000.1 [91 - 94.5%] 0.0089 96.7
NC_000962.3 NZ_CAOL00000000.1 [92.3 - 95.5%] 0.0076 96.98

Minimum:

Mean:

Maximum:
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Color Key

dDDH Range
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Table S5. dDDH GGDs Between Strains Deposited as M. caprae in GenBank vs. M. tuberculosis H37Rv' (n =2)

Formula 2
Query genome |Reference genome DDH Model C.I. Distance |Prob. DDH >= 70% Color Key
NC_000962.3 |NZ_CDHG00000000.1 [96.9-98.5%] | 0.0033 97.83 dDDH Range Interpretationt
NC_000962.3 |CP016401.1 [96.4 - 98.2%] 0.0038 97.74

70.0-79.9

Same species, different subspecies

Minimum:
Mean:

Different species

Maximum:

tMeier-Kolthoff et al., 2014
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Table S6. dDDH GGDs Between Strains Deposited as M. microti in GenBank vs. M. tuberculosis H37Rv' (n =1)

Formula 2

Query genome

Reference genome

DDH

NC_000962.3

CP010333.1

- [95.9 - 97.9%]

Riojas, et al.

Model C.I.

Distance

Prob. DDH >= 70%

0.0042

97.66

Table S6

Color Key

dDDH Range

70.0-79.9

Interpretationt

Same species, different subspecies

Different species

tMeier-Kolthoff et al., 2014
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Table S7. Spoligotypes and SITVITWEB Clade Classifications for MTBC Genomes

(Type strains shown inBold) In Silico Spoligotyping with SpoTyping v2.0 SITVIT Results
e | et Jmesettonetrs g mere e [T [EEE [EE CEEEE R CEEEE GEEEE EEE | e e s
T S 5 » = % 5 z
M. tuberculosis M. tuberculosis var. tuberculosis" H37Rv" GenBank NC_000962.3 _ _ _j E_ _ -:ED E_ - e O 7Ry A
M. tuberculosis M. tuberculosis var. tuberculosis Haarlem Genbank  Nc_o223s0.1 | [ITERRIRNIN] 1 5 1 1 Y I O R 52 = Orphan
M. tuberculosis M. tuberculosis var. tuberculosis H37Ra Genbank  Nc_oves2s.1 | [ITERIRNIN ] 1] 5 5 1 Y Y o I O 2o = Orphan
M. tuberculosis M. tuberculosis var. tuberculosis CTRI-2 Genbank  Nc_o17524.1 | [IETERIRRIN] T BN (11 O BT 1] [ B | 7777750776077 LAMY 2
M. tuberculosis M. tuberculosis var. tuberculosis K2N 1435 Genbank  Nc_o120431 | [ITERIRIRRIN] T BN (11T DN BT 1] [ B | 7777707760731 LAM4 60
M. tuberculosis M. tuberculosis var. tuberculosis KzN 4207 Genbank  Nc_ot676s.1 | [ITERIRRRIN] T BN (11T DN BT 1] [ B | 7777707760731 LAM4 60
M. tuberculosis M. tuberculosis var. tuberculosis K2N 605 Genbank  Nc_otso7s1 | [ITERIRRNIN] T BN (11T O BT 1] (] B | 77777s07760731 LAM4 60
M. tuberculosis M. tuberculosis var. tuberculosis F11 Genbank  Nc_oveses.1 | [IRTERIRRRNIN] N 5 1 1 T 1 Y Y I Y Q52 LAM3 33
M. tuberculosis M. tuberculosis var. tuberculosis cocisst Genbank  Nc_oo27ss2 | [INIRRIRL 1 ] [T O T O T O BT 1] [ B | 7ocors7s7reor X3 549
M. tuberculosis M. tuberculosis var. tuberculosis €CDC5180 eemank ncorzs2za | L[ [ [ [V LL T TV LL Lt Lt iy ittt . _ - 000000000003771 Beijing 1
M. tuberculosis M. tuberculosis var. tuberculosis W-148 eemank Nzcrorzosod | | [ [ [ [ ) LL T TV LL LI TV LL LY Lt iy ittt . _ - 000000000003771 Beijing 1
8 5 5 = 5 = 5 5 o -
M. africanum M. tuberculosis var. africanum MAL010129 GenBank KZwo1 _ .:E- _ _ _ _ _ -:- - 771777777777671 - Orphan
M. africanum M. tuberculosis var. africanum MAL010112 GenBank JLAEOL 05 5 5 O 5 O o o o o o o 9 ez ez e = Orphan
M. africanum M. tuberculosis var. africanum 2 GenBank CP010334.1 _ .:D:- _ _ _ _ _ -:- - 770777777777671 ARRI_1 181
M. africanum M. tuberculosis var. africanum MAL020148 GenBank kX001 _ .:D:- _ _ _ _ _ -:- - 770777777777671 ARRI_1 181
M. africanum M. tuberculosis var. africanum MAL010102 GenBank JLAMOL 0505 5 O 5 O O O o o o o o o B etz e ARRIL 181
M. africanum M. tuberculosis var. africanum MAL010081 GenBank JLATOL 05 5 5 O 5 O O O e o o o o o o B etz a2 ARRI_L 181
M. africanum M. tuberculosis var. africanum GMO041182 censank  nc o571 | [DIDINININ] BT 1T 1 DR DEEEE DR RN DR DR T B (7o ARRIL 181
M. africanum M. tuberculosis var. africanum MAL020136 GenBank IKzHOL E_ .:D:- _ _ _ _ _ -:- - 3707777777671 - Orphan
M. africanum M. tuberculosis var. africanum MAL010137 GenBank KzZQO1 _ .:D:- _ .:- _ _ _ -:- - 770775777777671 - Orphan
M. africanum M. tuberculosis var. africanum MAL010100 GenBank JLANOL N T 1T O TN DN DR DR BB T B | 7o = Orphan
M. africanum M. tuberculosis var. africanum MAL010070 GenBank LAZOL N T 1T O N DN DTN DR DR T B | 7emrsrrmen = Orphan
M. africanum M. tuberculosis var. africanum MAL020135 GenBank IKzI01 _ .:D:- _ _ _ _ -:-j -:- - 770777777765671 - Orphan
M. afvicanum M. tuberculosis var. africanum MAL020107 GenBank 1KZ001 _ .:D:- _ _ -:E- _ _ -:- - 770777747777671 - Orphan
M. africanum M. tuberculosis var. africanum MAL010131 GenBank IKzZUO0L _ .:D:- _ _ _ _ -:- E-:- - 770777777766671 - Orphan
M. africanum M. tuberculosis var. africanum MAL010120 GenBank JLABOL N T 1T O TN DN DR O ] DT T B | 7077777765671 = Orphan
M. africanum M. tuberculosis var. africanum K8s GenBank ACHQO1 _ .:D:- _ _ .:EE- _ _ -:- - 770777707777671 ARRI_1 326
M. africanum M. tuberculosis var. africanum MAL020185 GenBank IKYLO1 _ .:D:- _ _ .:EE- _ _ -:- - 770777707777671 ARRI_1 326
M. africanum M. tuberculosis var. africanum MAL020176 GenBank JKYPO1 _ .:D:- _ _ .:EE- _ _ -:- - 770777707777671 ARRI_1 326
M. africanum M. tuberculosis var. africanum MAL020173 GenBank JKYRO1 _ .:D:- _ _ .:EE- _ _ -:- - 770777707777671 ARRI_1 326




MTBC

M. africanum M. tuberculosis var. africanum MAL010128 GenBank JKzZX01 _ .:EE- _ _ .:EE- _ _ -:- - 770777707777671 AFRL1 326
M. africanum M. tuberculosis var. africanum MAL010111 GenBank JLAFOL N 1T O e 1T O DT DR T B | 7777077767 AFRI_L 326
M. africanum M. tuberculosis var. africanum MAL010099 GenBank JLACOL N 1T O e 1T O DT DR T B | 7777077767 AFRI_L 326
M. africanum M. tuberculosis var. africanum MAL010084 GenBank JKXROL _ .:EE- _ _ _ _ _ -:ED EE- 770777777777401 - Orphan
M. africanum M. tuberculosis var. africanum K85 GenBank JLevot I 1T O e 1T O D] (O T B | 7707770777671 - Orphan
M. africanum M. tuberculosis var. africanum uT307 centank Nz croee17.1 | [N B 1 1 0 DR DR 11T O ] (O T B | r7orrmermasn - Orphan
M. africanum M. tuberculosis var. africanum MAL020193 GenBank JKYHOL _ .:EE- _ _ .:D:D -:D E_ -:- - 770777703437671 - Orphan
M. africanum M. tuberculosis var. africanum MAL010123 GenBank Ikzzo1 [N 1T B (1T 11T e DT O T B | 17rresor77zen -~ Orphan
M. africanum M. tuberculosis var. africanum MAL010118 GenBank JLACO1 _ - L T Lyttt bl . _ _ .:EE- - 774000007777071 - Orphan
M. africanum M. tuberculosis var. africanum MAL010071 GenBank JLavol PN 1T B BT OO OO O (O T B | 7707ss000006671 - Orphan
M. africanum M. tuberculosis var. africanum MAL010074 GenBank JLAX0L OO OO OO0 OO0 BT DS [T 1T I | seoooorizeost = Orphan
T s o o B > B > O =
M. bovis M. tuberculosis var. bovis D-10-02315 GenBank MINAOL TN O T DN [ DN DT DR EEET T 1 [T | esmsmmmmen BOV_1 82
M. bovis M. tuberculosis var. bovis Sp3g censank  Nzcrors7732 | [N ] DR B DR (RN (RN DR B B T [T | s BOV_1 81
M. bovis™ M. tuberculosis var. bovis ATCC 19210 miswork  mwxeor | B I | DREE B [DEEN (R B DEEEE DR DR EEE T 1 T | sssssmmmen BOV_1 670
M. bovis M. tuberculosis var. bovis 30 censank o321 | [N I | DR B [(DEEE (O B DEEEE B N R B T CTT | ssessrsren - Orphan
M. bovis M. tuberculosis var. bovis 04-303 GenBank AVSWOL BTN (1] 1T (M DN DR DR EEET T 1 LTI | esorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis ANS GenBank AWPLOL BTN (1] 1T (M DN DR DR EEET T 1 LTI | esorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis mB4 GenBank CDHEOL TN O T DN (N (N [T 17 D EEET T 1 [T | esmssreren BOV_1 696
M. bovis M. tuberculosis var. bovis 09-1191 GenBank IPFPOL BTN (1] 1T (M DN DR D EEET T 1 LTI | ssorsrrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 05-567 GenBank JPFQOL BTN (1] 1T (M DN DR DR EEET T 1 LTI | esorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 05-566 GenBank JPFROL BTN (1] 1T (e DN DR D EEET T 1 LTI | ssorsrrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 534 GenBank JQEMOL BTN (1] 1T (M DN DR D EEET T 1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 09-1193 GenBank JQENOL BTN (T 1T (M DN DR D EEET 11 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 09-1192 GenBank JQE00L BTN (1] 1T (M DN DR D EEET T 1 LTI | ssorsrrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 45088 GenBank JagpoL BTN (1] 1T (e DN DR D EEET T 1 LTI | ssorsrrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 18-08C GenBank JaEQoL BTN (T 1T (M DN DR D EEET T1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 32-08 GenBank JQEROL BTN (T 1T (M DN DR D EEET T1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 4909 GenBank JQgso1 BTN (1] 1T (M DN DR DR EEET T 1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 08-088F2 GenBank JagToL BTN (1] 1T (e DN DR D EEET T 1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 50 GenBank JQEuoL BTN (T 1T (M DN DR D EEET T1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 0822-11 GenBank JQEWo1 BTN (1] 1T (M DN DR DR EEET T 1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis 61-09 GenBank JQEXoL BTN (1] 1T (M DN DR DR EEET T 1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis W-1171 GenBank IXTKOL BTN (1] 1T (M DN DR DR EEET T 1 LTI | ssorsmrmen BOV_2 683
M. bovis M. tuberculosis var. bovis AF2122/97 censank  nconosss | [N ] (I T 11 [T N (RN EEEEE RN R BEEE T [CTT1| ssw0rs7mmmse BOV_2 683
M. bovis M. tuberculosis var. bovis 1595 censank  nz_crorzoos.1 | [ TOIN] (I 1 11 [T D (RN DR RN R B T [T I | s BOV_2 683




M. bovis T RS VT s ATCC BAA-935 GenBank  NZ_CP009449.1 -:- E-:ED EE- E_ _ _ -:- -:D EED 664073777773600 BOV_2 1855
M. bovis M. tuberculosis var. bovis MAL010093 GenBank JLAPOL N 1T DN B BT BT O] OO T B | 770777702005671 - Orphan
M. bovis 1 ittt VT s 35 GenBank JQEVO1 -:- E-:ED EE- E_ _ .:D:D _ -:D EED 664073776077600 - Orphan
M. bovis M. tuberculosis var. bovis MbURU-001 GenBank LFGYOL BT 1O OO008 (MM DT R DS EEET T 1 LTI | ssomsrrrmec BOV_3 479
M. bovis 1 ittt VT s 83222 GenBank LNOFO1 -:- E-:ED D:EED E_ _ _ _j E-:D EED 664003777774600 - Orphan
M. bovis M. tuberculosis var. bovis VB3 GenBank CDHHOL BT O[T OO0 OO B (T T1TT1T] T CEE T CII | seoor774000600 = Orphan
M. bovis M. tuberculosis var. bovis vB1 GenBank CDHFO1 BTN B T T I O I I BEEE T LTI | smo00000001600 = Orphan
M. bovis M. tuberculosis var. bovis 827505 GenBank JKALOL EER T T T I O I I CTIIT1 I | 7000000000000 - Orphan
M. bovis M. tuberculosis var. bovis 8231150 GenBank JKAMO1 T OO T OO0 O] D BT T CIBT] CII | ooooorzescozon = Orphan
i 5 T = 5 = 5 5 z =
M. bovis BCG M. tuberculosis var. BCG Frappier GenBank AKYQO1 TN O N DN [N DN DR DN EEET 11 [T | esmsmmmmen BOV_1 482
M. bovis BCG M. tuberculosis var. BCG Phipps GenBank AKYTOL T D T N (M D DD D B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG 2 cpark  crorossn1 | [ D] (DD N DR (DD DR DD DEEEE BEEE T [T ssmemmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Birkhaug GenBank cuweot T D T N (M D DD D B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Connaught GenBank cuwro1 T D T N (M D DD D B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Danish GenBank CUWHO1 T D T N (M D DD DR B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Glaxo GenBank cuwiot T D T N (M D DD D B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Moreau GenBank cuwko1 T D T N (M D DD D B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Phipps GenBank cuwnNo1 T D T N (M D DD D B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Russia GenBank cuwoot T D T N (M D DD DR B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG 8C6 GenBank INAFOL T D T N (M D DD D B T T | ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG BCG Pasteur 1173P2 stk ncovseer | [N D] DR N DEDEEN (DD DD DD DEEEE BEEE T [T ssmmmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Tokyo 172 stk nc o207 | [N I DD 1 DEDEE (R DD DD DEEEE BEEE T [T ssmemmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Mexico stk ncowos | [N NI DD 1 DR (DR DD DR DR BEEE T [T ssmemmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Korea 1168P etk nc 20052 | [N I DD 1 DREDEE (DR DD DD DEEEE BEEE T [T ssmemmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Moreau RDJ stk Nzaveroso | [N T (DD 0 DREDEE (DD DR DD DEEEE BEEE T CTI1| ssmmmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG 63839 centark  Nz_crooxecs1 | [N T (DD 1 DR (DD DD DD DEEEE BEEE T CT1| ssmemmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG 3281 centark  Nz_croos741 | [N T (DD 0 DREDEE (DD DD DD DEEEE BEEE T [T ssmemmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Russia 368 centark Nz croo2s31 | [ [ (DD 0 DR (DD DD DR DR BEEE T [T ssmemmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG BCG-1 (Russia) stk nz_crors7a11 | [N T (DD 1 DR (DR DR DR DR BEEE T [T ssmmmmso BOV_1 82
M. bovis BCG M. tuberculosis var. BCG Tokyo 1725ubstr. TRes Gensank  Nz_croweses.1 | [N [ (DD 1] DEDEE (MDD DR DR DR EEE ] CTI| ssmsmmmen BOV_1 82
M. bovis BCG M. tuberculosis var. BCG = GenBank cvsTor T D T N (M D DD D BT T | swemssmen BOV_1 181
M. bovis BCG M. tuberculosis var. BCG ATCC 35733 GenBank AEZFOL T D T DN (M D D e DR T BT T | s - Orphan
M. bovis BCG M. tuberculosis var. BCG Sweden GenBank AKYVO1 BT My e (M D DD D B T CTI | ssmsmmmen BOV_1 986
M. bovis BCG M. tuberculosis var. BCG China GenBank AEZEOL T D T DN (M D (e B BT T CTI | ssmsmssmon - Orphan
M. bovis BCG M. tuberculosis var. BCG Glaxo GenBank AKYRO1 T D T N (M D DR BT T] T T | swsmsmmssn - Orphan




M. bovis BCG M. tuberculosis var. BCG Japan GenBank CUWROL -:- -:- _ E_ -:D LT T LD L L LD L bbb EL L 1| e7e773760000000 - Orphan
M. bovis BCG M. tuberculosis var. BCG Moreau GenBank AKYS01 LTt iyt bt ilebr ittt r iyt tnbtte bt ittt bbbl b ] oooooooooo0000 ATYPIC 2669
T 5 0 s B B B B w =
M. caprae” M. tuberculosis var. caprae ATCCBAA-824"  ThisWork  MWXDO01 E- NN E_ _ -:.j EEE- -:D EED 200003777207600  BOV_4-CAPRAE 646
2 s 0 s B B B ) B )
M. microti” M. tuberculosis var. microti ATCC 19422" ThisWork ~ MWXC01 EEE- - L L Lt D:-j NN E-:D EED 074000030000600 PINIL 641
T s 0 = B B B B B =
Womiedi” s Accoansss’  iswors wwao: | LTI BICTT] CTTTT] CTTTT] (T DS BI TS BTT] CT0]| womoen - oo
2 s 0 s B B B ] B )
M. mungi" M. tuberculosis var. mungi BM22813 GenBank LXTBOL.1 -:- .:-:- . P Lttty bbbyttt E-:- - 672600000000671 - Orphan
T s 0 = B B B B B =
"M. orygis" M. tuberculosis var. orygis 112400015 GenBank APKDO1.1 -:ED EEEE- -:D LT T T TN LD . _ _j E-:- - 600740007774671 - Orphan
T B = 2 B B B D =
"M. canettii” M. tuberculosis var. canettii CIPT 140010059 gemBank ncowssasa [ L[ [ [ [ | LI I [ (VLT T UYL Tyttt et i bt L] ooooooo00000000 ATYPIC 2669
"M. canettii” M. tuberculosis var. canettii CIPT 140070010 Gemsank ncomosia [ L[ [ [ [ | LT (VLT T UYL Ty ettty i b L] oooooooo0000000 ATYPIC 2669
"M. canettii” M. tuberculosis var. canettii CIPT 140060008 gemBank ncomosoar [ L[ [ [ [ | LI I (VLT T YLD LTyt iy ettty bt L] oooooooo0000000 ATYPIC 2669
"M. canettii” M. tuberculosis var. canettii CIPT 140070017 Gemsank ncomsos2a [ L[ [ [ [ | LT (VLT T YLD LTyttt ittty i b L] oooooooo0000000 ATYPIC 2669
"M. canettii” M. tuberculosis var. canettii CIPT 140070008 gemBank  ncomsesa [ L[ [ [ [ | LI I (LT T YLD LTyttt iy e ittty b b L] oooooooo0000000 ATYPIC 2669
"M. canettii” M. tuberculosis var. canettii CIPT 140070002 GenBank CAOLO1.1 LIttty ety ettty e iy ettty b i b bt ooooo0000000000 ATYPIC 2669
"M. canettii” M. tuberculosis var. canettii CIPT 140070005 GenBank CAOMO1.1 LIttty et iyttt e iy ettty i i Lt bt oooooo000000000 ATYPIC 2669
"M. canettii” M. tuberculosis var. canettii CIPT 140070013 GenBank CAONOL.1 LIttty ety ettty e iy ettty i i Lt bt oooooo000000000 ATYPIC 2669
"M. canettii" M. tuberculosis var. canettii CIPT 140070007 GenBank CA0001.1 LT LDttt bbbty b it E- L[ L Lt bt bbbl LD ]| oooooooso000000 = Orphan
"M. canettii" M. tuberculosis var. canettii NLA000701671 This Work LTttt bttt ittt r iyttt bttt bt ittt bbb b ] oooooooooooo00 ATYPIC 2669
T 5 M & 0 = = = = =
M. pseudoshottsii" = 115" GenBank sovoorn || [ [ [ [ | L[/ LT T TV PPPPLTTT I CTT PPy Ert Ty ety Erdd
Non-MTBC
Species
(Negative M. smegmatis" = NCTC 8159" GenBank we3wson || [ [ [ [ | [ ][]/ LTI T LI PP LT TT AT PPy LTIty eErdl
Controls)
Nocardia asteroides " = NBrc15s31"  GenBank eacco2n | f | J T TV LT[ [ A LT PP PP LT T TV LCT PP LTIl Elll




Table S8. dDDH GGDs Between M. tuberculosis TKK-01-0051 in GenBank vs. M. tuberculosis H37Rv"

Formula 2
Query genome Reference genome DDH Model C.I. Distance [Prob. DDH >= 70% Color Key
JLXWO01.1_Mtuberculosis [TS1_NC_010397.1_M_abscessus_abscessus WA [18.9 - 23.6%] 0.2072 0 dDDH Range Interpretationt
JLXWO01.1_Mtuberculosis |TS2_AHAS01.1_M_abscessus_bollettii JERY [17.3 - 21.9%] 0.2252 0 80.0 - 100 Same species and subspecies
JLXWO01.1_Mtuberculosis |TS3_GH1_Mafricanum PPN [19.9 - 24.6%)] 0.1982 0 70.0 - 79.9 | Same species, different subspecies
JLXWO01.1_Mtuberculosis |TS6_GH1_Malgericum PLRY [18.3 - 23%)] 0.2138 0
JLXWO01.1_Mtuberculosis |TS11_JALN02.1_M_aromaticivorans AN [17.9 - 22.6%)] 0.2182 0 Different species
JLXWO01.1_Mtuberculosis [TS14_CCBDO01.1_M_asiaticum AR [19.5 - 24.2%] | 0.2014 0
JLXWO01.1_Mtuberculosis |TS15_GH1_Maubagnense R [17.2 - 21.8%] 0.2263 0
JLXWO01.1_Mtuberculosis |[TS16_CvVQQ01.1_M_aurum [17.5 - 22.1%] 0.223 0 tMeier-Kolthoff et al., 2014
JLXWO01.1_Mtuberculosis |[TS17_CCAWO01.1_M_austroafricanum [18.9 - 23.6%] 0.2074 0
JLXWO01.1_Mtuberculosis [TS18_ACFI0O1.1_M_avium_avium [27.9-32.8%] | 0.1406 0.12
JLXWO01.1_Mtuberculosis |TS19_AGAR01.1_M_avium_paratuberculosis [28.3 - 33.2%] 0.1385 0.14
JLXWO01.1_Mtuberculosis [TS20_AYOC01.1_M_avium_silvaticum [28.4-33.3%] | 0.1381 0.14
JLXWO01.1_Mtuberculosis |[TS23_CSTD01.1_M_bohemicum LR (22.5 - 27.3%] 0.1755 0.01
JLXWO01.1_Mtuberculosis [TS27_GH1_Mbovis PPN [19.9 - 24.6%] 0.198 0
JLXWO01.1_Mtuberculosis |[TS30_FINX01.1_M_brumae PR (18.2 - 22.9%] | 0.2149 0
JLXWO01.1_Mtuberculosis |TS31_BCSY01.1_M_canariasense PARSY [18.3 - 22.9%] 0.2145 0
JLXWO01.1_Mtuberculosis |TS32_GH1_Mcaprae [19.8 - 24.5%] 0.1992 0
JLXWO01.1_Mtuberculosis [TS33_BBUNO01.1_M_celatum PPN [20.2 - 24.9%] 0.195 0
JLXWO01.1_Mtuberculosis |TS35_CP010946.1_M_chelonae RN [17.3 - 21.8%) 0.226 0
JLXWO01.1_Mtuberculosis |TS36_MRBRO1.1_M_chimaera [29.1 - 34.1%] 0.134 0.2
JLXWO01.1_Mtuberculosis |TS38_JYNLO1.1_M_chlorophenolicum PAREY [18.5 - 23.2%)] 0.2116 0
JLXWO01.1_Mtuberculosis [TS39_NC_018027.1_M_chubuense pAN [17.8 - 22.4%] | 0.2194 0
JLXWO01.1_Mtuberculosis [TS40_AFVW02.1_M_colombiense [78.4-83.9%] | 0.0219 91.52
JLXWO01.1_Mtuberculosis |TS41_CTEF01.1_M_conceptionense AN [18.8 - 23.5%] 0.2085 0
JLXW01.1_Mtuberculosis [TS45_CCBB01.1_M_cosmeticum PAOREN [18.7 - 23.3%] 0.21 0
JLXWO01.1_Mtuberculosis |TS46_BBHDO01.1_M_crocinum [19.7 - 24.4%) 0.1996 0
JLXWO01.1_Mtuberculosis [TS50_GH1_Melephantis [20.4 - 25.2%] 0.1929 0
JLXWO01.1_Mtuberculosis |TS54_CCAY01.1_M_farcinogenes IOl [17.8 - 22.4%)] 0.2193 0
JLXWO01.1_Mtuberculosis [TS57_BBFT01.1_M_fluoranthenivorans PANCY [19.3 - 24%] 0.2033 0
JLXWO01.1_Mtuberculosis |TS58_CP014258.1_M_fortuitum_fortuitum MR (17.6 - 22.2%) 0.2217 0
JLXWO01.1_Mtuberculosis [TS59_BCSZ01.1_M_fortuitum_acetamidolyticum PAOWA [18.5 - 23.1%] 0.212 0
JLXWO01.1_Mtuberculosis |TS62_GH1_Mfrederiksbergense PAREN [18.6 - 23.3%) 0.2103 0
JLXWO01.1_Mtuberculosis |TS64_AZYNO1.1_M_gastri PPN [20.2 - 24.9%)] 0.1948 0
JLXWO01.1_Mtuberculosis |TS65_JAGZ01.1_M_genavense [21.4 - 26.2%] 0.1843 0
JLXWO01.1_Mtuberculosis |TS69_CP011883.2_M_haemophilum PR [20.1 - 24.8%)] 0.1957 0
JLXWO01.1_Mtuberculosis |TS70_ARBU01.1_M_hassiacum AN (18 - 22.6%] 0.2173 0
JLXWO01.1_Mtuberculosis |TS76_BBGO01.1_M_hodleri PEIEN (21 - 25.7%] 0.188 0
JLXWO01.1_Mtuberculosis |TS78_FJVO01.1_M_houstonense [18.5 - 23.2%] 0.2118 0
JLXWO01.1_Mtuberculosis [TS79_CP011530.1_M_immunogenum PANCY [19.3 - 24%] 0.2036 0
JLXWO01.1_Mtuberculosis |TS81_FJVQO1.1_M_interjectum PER:Y [23.5 - 28.3%) 0.1681 0.01
JLXW01.1_Mtuberculosis [TS83_NC_016946.1_M_intracellulare [29.2-34.1%] | 0.1336 0.2
JLXWO01.1_Mtuberculosis |TS85_NC_022663.1_M_kansasii PP (20 - 24.7%) 0.1973 0
JLXWO01.1_Mtuberculosis [TS89_GH1_Mkumamotonense POA [18.4 - 23.1%] | 0.2126 0
JLXWO01.1_Mtuberculosis |TS90_BBKAO01.1_M_kyorinense PPN [19.7 - 24.4%)] 0.1998 0
JLXW01.1_Mtuberculosis |TS99_CCBF01.1_M_mageritense pIPd (18 - 22.6%] 0.2175 0
JLXWO01.1_Mtuberculosis |TS106_GH1_Mminnesotense AN [17.9 - 22.6%) 0.2182 0
JLXWO01.1_Mtuberculosis [TS113_JMDWO01.1_M_neoaurum R [17.6 - 22.2%] 0.2217 0
JLXWO01.1_Mtuberculosis |TS114_CWKHO01.1_M_neworleansense AN [17.9 - 22.5%) 0.2183 0
JLXWO01.1_Mtuberculosis [TS117_BCTA01.1_M_novocastrense [18.8 - 23.5%] | 0.2087 0
JLXWO01.1_Mtuberculosis |TS118_JYNU01.1_M_obuense IOl [17.7 - 22.4%)] 0.2203 0
JLXWO01.1_Mtuberculosis |TS119_BBHE01.1_M_pallens PPN [19.9 - 24.6%)] 0.1981 0
JLXWO01.1_Mtuberculosis |TS125_GH1_Mparakoreense i [18.8 - 23.5%] 0.2088 0
JLXWO01.1_Mtuberculosis [TS126_ADNV01.1_M_parascrofulaceum PLR [24.4 - 29.2%] 0.1617 0.02
JLXWO01.1_Mtuberculosis |TS127_GH1_Mparaseoulense PIHN [23.8 - 28.6%) 0.1659 0.02
JLXWO01.1_Mtuberculosis [TS130_ANBO01.1_M_phlei PIOR:Y [18.6 - 23.2%] | 0.2109 0
JLXWO01.1_Mtuberculosis |TS131_GH1_Mphocaicum IOl [17.8 - 22.4%) 0.2196 0
JLXWO01.1_Mtuberculosis [TS132_GH1_Mpinnipedii PPRN[19.8 - 24.5%] | 0.1986 0
JLXWO01.1_Mtuberculosis |TS135_BCNDO1.1_M_pseudoshottsii AW [19.2 - 23.8%) 0.2051 0
JLXWO01.1_Mtuberculosis |TS138_BBHBO01.1_M_pyrenivorans PEIY [21.2 - 26%)] 0.1859 0
JLXWO01.1_Mtuberculosis |TS141 JROAOL.1_M_rufum PRl [18.7 - 23.3%] | 0.2103 0
JLXWO01.1_Mtuberculosis |TS142_BBHFO01.1_M_rutilum PLIN [21.8 - 26.6%)] 0.1811 0.01
JLXWO01.1_Mtuberculosis |TS148_GH1_Msenuense PANSY [18.4 - 23%)] 0.2132 0
JLXWO01.1_Mtuberculosis |TS149_GH1_Mseoulense PAREN [24 - 28.8%] 0.1648 0.02
JLXWO01.1_Mtuberculosis |TS150_CBMO0O01.1_M_septicum IOl [17.8 - 22.4%) 0.2197 0
JLXWO01.1_Mtuberculosis |TS151_JTIWO01.1_M_setense Ao [17.8 - 22.4%] 0.2201 0
JLXWO01.1_Mtuberculosis |TS154_GH1_Mshinjukuense PEN [20.7 - 25.4%)] 0.1907 0
JLXWO01.1_Mtuberculosis [TS156_CBMJ02.1_M_simiae PEWA [20.9 - 25.7%] | 0.1886 0
JLXWO01.1_Mtuberculosis |TS157_LN831039.1_M_smegmatis [17.9 - 22.6%] 0.218 0
JLXWO01.1_Mtuberculosis |TS159_GH1_Mstomatepiae PENCY [21.3 - 26.1%)] 0.185 0
JLXWO01.1_Mtuberculosis |TS162_BCTB01.1_M_thermoresistibile PIORN [17.9 - 22.5%] 0.2185 0
JLXWO01.1_Mtuberculosis [TS165_CCAU01.1_M_triplex [22.4-27.2%] | 0.1765 0.01
JLXWO01.1_Mtuberculosis |TS167_NC_000962.3_M_tuberculosis [19.9 - 24.6%] 0.1978 0
JLXWO01.1_Mtuberculosis |TS170_BCRS01.1_M_vaccae PARAN [18.2 - 22.9%)] 0.2149 0
JLXWO01.1_Mtuberculosis [TS171_NC_008726.1_M_vanbaalenii PIEY (18.1-22.7%] | 0.2166 0
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JLXWO01.1_Mtuberculosis

TS172_CCBGO1.1_M_vulneris

JLXWO01.1_Mtuberculosis

TS175_NC_021715.1_M_yongonense

JLXWO01.1_Mtuberculosis

TS176_CP010271.1_M_saopaulense

JLXWO01.1_Mtuberculosis

TS177-450_CP003324.1_M_paraintracellulare

JLXWO01.1_Mtuberculosis

TS178-3_NZ_AP014547.1_M_abscessus_masilliense

JLXWO01.1_Mtuberculosis

TS179_CVTB01.1_M_malmesburyense

JLXWO01.1_Mtuberculosis

TSOUT1_BAF002.1_Nocardia_asteroides

Riojas, et al.

PLORN (17.9 - 22.5%] 0.2185 0

[28.9 - 33.8%] 0.1354 0.18
(RN [17.2 - 21.7%] 0.2272 0

[29 - 33.9%] 0.1347 0.19
IR [17.1 - 21.7%] 0.2277 0
PLOWA (18 - 22.6%) 0.2173 0
IR [17.1 - 21.7%] 0.2277 0
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